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AFafEESIFRMIRE MMEE
MNP #rigiE

1 SEE

AR E TR H 2 %R 2 &1 (Multiple Nucleotide Polymorphism, MNP) #xic £ 3174 F
(Setaria italica L.) ftAf S I SL G PEYR AR St s 58 I ARAEAE S SR GRIAIRPRL, AR st 3 1E
. BiEshl. R, g8 HE 5RRE.

A3 A7 b A S L S S PR R AR A S E

2 HeMsImxH

TN HSCA A B P ZE s S AR R 5 | T A RSO ST AN T A R 2 o R, 3 H I 51 S
1% H A B I RRASE F T A AR H AR S SO, A CEFEITE e ses) EHTA
A

GB/T 3543.2 RAEYFI-FARINAE FF#F

GB/T 6682 /3 H1 S 28 FH 7K FURE AR 56 7 3

3 ARNBFEX

IHUARGERE SGE T A
3.1

ZIZHERZ M multiple nucleotide polymorphism, MNP

fE— B HER AT, BB MR IR 7 91 F 5 2 51k
3.2

SLRMIRAE G essentially derived variety, EDV

H SR Rl SE R PEIR AR, B0 2 SR An d b (0 S5 PR IR AR AR A HEOR IR R, 55 TG R A 1
DX, IF HBRIRZE SR AR 22 57 41, FERIE B4R b A 56 TR Y B i PR R A 57 AR R SR A PR T T
JE i Pl [

3.3

FEHBEEH average coverage

FERE PRI b EEXS B A b ie A s B B BT I e v B S B S Fm e A 5 B B b A
3.4

K HARICALE detected markers

DA A EERL R Y HAT205% A LA B v B SCRFIIAR I A 55

4 [FIE
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A1 et b ) ik PRI AL mh A7 A2 5 S 08 AR E 4% IOMINPAL 1, AS[RIZS 1 R 1] ) — ZEMINPAS 15 18 5
P LR Z S, XM R T IE A TPCR AR P DL AME B TERAT RO, Bk X
R NCIEEEE
5 AR

FRAR S A RE, AT 208, SER AR T & GB/T 6682 FiLE H)— ZK HI 23K

1 ZEPCREEXEMERTS

()]

JS2 VL BEMNPARACAIFR AT I 5140, DL K el el 7l &
5.2 =RENFAFE

32 DG P e e A 0 A

5.3 MNP #RiZFIFRIZ 5147
£ B SR AR .
6 NF/EH
6.1 EDHL
B KEHEEA/NT12 000 rpm.
6.2 EBKIYL

6.3 PCR ¥ 12{Y
6.4 EBREMFN

A AMIET300 bp.

o

5 HENRSSR
BRI
7.1 e

ERERES AR ST M S E S T . ISR A B I REAR B E B30 LA B . R TR BT
FERS, NFFAGB/T 3543210 00E « FEdm vl AR AR, 05 ZERF AT AR .

~

7.2 DNA 128
72.1 CTAB:

PR A AE AR R RIS Bk R, IR H 29200 mghy K B T-2.0 mLES L& s B I 600 uL 65 °C
A CTABIREUK, 7B VRE, 65 °C/KIE45 min~60 min, &FA]FE15 minfZZEHi{EEA), /KiBJ5E12 000
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rpm &0 10 mine WHL HIGWHEE BZH S OE R, FEMA SSRGS AR =S AR R, 2
IR JEERE 10 ming 12 000 rpm 2502 10 min 5 R FIE R A O, IINSEARERTIA 1) 5 T
BRREMRES], -20 °CHUE30 min, DNAYTIEJE 12 000 rpm 20210 min. 7+ EiEW, FAERBUNT0%IT)
LT GRUTIE23 , B T,  MIAN100 nLAZE /K BRTE S Ml 78 70 Vi i . R DNAVK FE AN &, -20 °C
RA7 & H . CTABIVEIREUA R I ELHI S IR C.

VEL: PLE AR RIDNASRE 7%, DNAJG &S5 £ PCRY™ 1 5K (1) HA DN AR BT 1:3403& F T A7 . DNA
IR AN G FE ODa60-5 ODaso 1 ELAR B A F-1.7~2.0 2 [,

FE2: =R R R R A = ST S R AR E 2401
722 WEIRENE (fh#%)

I A% A B R G R BRI i DNA . $2 EUFIDNATEODa60 nm-5 ODa230 nmAh 1YW B2 AH 1 LE AF
KT2.0, ODago nm*50Dago nmBG L HEAE S T1.7~1.9. T7ik I 3XB.2.
7.3 ZEPCRYBSXEMLE

122 HPCRY 1Y 5 S i R & i 1 B B E AT DNA B %« 2 HPCRY 1 SCPEMEE 544k . o,
% EPCRINYIEIEIAEA = F2000. Tk W =%B.3.

7.4 SRENF

2z ey 08 B A A T Y A P B B, X6k 7.3 S AS ) T B S R AT T R
T I B I R RO AT A S 2 78 e A R W B 70045 LA, I A BUE B K AS /N T 300 bp. 5 iR LT
EB.4.

8 FEEH
8.1 IR

FEfmER . DNASRH. 2 HPCRY G ST A g M1 el 0 e B 8 R 1 DX s A L P 10 ) X3
LR — Ty AT AR, AR XIS B & F T

8.2 MFHIE

8.2.1 ey B Py SR A e o B i A2 PSR FH 01 vt B P S R 5 A T M T R PR i R R

8.2.2 CEFE S IR PR b bE o 2 228 B A AR C AL 5 b, Gt 58 — RSN b e A s~ 3 7 R A
H Cro

8.2.3 4 Ci/NT 500 I, SRR BT FEIREAE, M 7.4 B2 BT B IRIT 6 S0 TR AR
3L 2 1T 7 35 £ B Cy KT BT 500,

8.2.4 X C KTEHEET 500K, HE—S 188 HbRICA S EEFIR,
R (1) 5
Ry==EX100%. ..o (N

A
Ry——FEdiv s AR ic o7 s A LA
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T —Edh i bR e A S i H
T—F A AR iC = K H

8.2.5 H R KT HEET 5%, FEMFHHEaH: SN, M 7.2 B2l iD REH s £ 50 R
AR AL P 24078 i 1 2 Co KT 85 T 500,

8.2.6 X C KT EEET 500 I, #E— 2D iHSH — UM SR — UGk R H AR L AL R EEBIR, o
Ry (2) 5

2T,

RmelOO% ......................................................... (2)
A
Ry—3— YR R [RIAG H A b ic A7 s 1 EE 815

Ty—— 55— SR — IR A AR i A s i H
Ty —48 — R AR C A s A H
Ty—5 A AR LA s H
8.2.7 4 Ry KT EUEET 95%HmF, JF5g iy 4 &
Eo PSRBT AMIRIERE], HARRE AL DNAFEH, S ] g A e I R SR T

9 BUERS
9.1 MFHEHFELET S8R

9. 1.1 R HdE Lexs 21 22 RN A E AR MNP ARic 7 s E.

9.1.2 AL MR RIRIZAL S T AL SR A A, Forp, A SR A7 R A R A AZARIE 5 — B B
Ja A BREEAL BRI HY DNA Fr BE A RIS H S5 AL 56 PRI R / 2R8I o (57 A A 2k PR AR A0 S S 451 AL R %% B8

9.2 EEHEUETE

BALMLE A (3) 1HHE
GS=§%x10@% ......................................................... (3)

e

GS——FRF 0 ity Tt 5 508 8 o ) 38 A L ADLE

1 —Rp 0 ity 5 50 R it o e 2 A 8 2 R R T A A 22 5 R A e S i R B H
Ny—5 00 ity o 506 HEE i i e 220 A R i S R 2 H

10 GRUESRAE
10.1 @RFHEE

10. 1.1 44500 AP 56T HR A GS /N T 96.00% ), 158 R ASF S Fhs
10. 1.2 HFFIEFh 5 XIS E GS KT BEET 96.00%), g NS 7] i,

10.2 SERRMIRYERMFE
10.2. 1 FRI S Fh 56 SRR GS /N T 90.00% 0, 340 5E AR s o M R A= i e
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10.2.2  FEN SRS xR R GS KT E0ZE T 90.00%H, A5 A <SR ALSL PR IR AE S A
10.3 HRFR

ARp U it e L5 %6F I it o ERELTNSE ) » ZESAL AN » WA N ,
HIEN___ .

B D0 A X IR A B LU AL RBONT86, A BONG, AL 99.24%,  FI5E NEEF] dh A,

A2 A A AL X R B UL s BN T80, ZE AL i HCN200, AL ARIUE H74.36%, FIE AR BTEIRA:
Ao

e SRFRWACRAEKIENA, BEFECSBEOE LENE.
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M & A
(F3eM)

MNP FRIZFAFRIC A 5147

MNPFRICH S GeibfiE . B, A8,
FT A1 AF MNP FRiZHFRICENS 452

MRS ILRAL.

e Yeth fpr EH 59 ALY ZRBENE. KB SRR EAREER
g (5—3") (5°—3") sl AR 85 BA 32
| chrl CTCGCATAGCTCT | TGTACTCTTCATAAG | 114(T-99%);139(A-99 | . - TAC
AGGAAAGGTAAT | CACCAAGTGA %);152(C-99%) o o
87(C-92%,T-8%);101(
A-29%,G-71%);127(C-
0, 0 . 0,
2 chrl CACTACCTTCATCG | TATTTTGTGAAGGG ?ﬁ_g&; ﬁél(‘éz_(g?/;}l_g) C;G;C;C;T; | CG;C;CiT;
CCCGTC ACTCTGCGGAA 19%):175(G-39%,A-61 A;C;T A;C;T
%);206(C-71%,T-29%)
;210(C-39%,T-61%)
49(A-5%,G-95%);125(
TGTTGTTTAGAATT | AAATCTCTTGCCAC C-17%,T-83%);159(G- N N
3 chrl CCGTCTGGA GTCAGATTTTT 5%,C-95%);176(C-17 GT.GT GT.GT
%,T-83%)
81(C-94%,T-6%);83(G
0, 0, . 0,
4 chrl CAGAACTAGGAGA | TGACAACTGGAAGT :f_g’:;“/;)’i 12/01)(’3?52;/06)?_’ CAACT; | CGAACT;
AGATAGGGGCTA CTACTTTAGGG 6%):130(C-6%,T-94%) G G
;132(A-6%,G-94%)
5 chrl TGAATGGAGGTGT | ATCCTTATTAGTCCA No variant No variant No variant
GATACAAATGAA TCAACCCGTG - - -
56(C-88%,T-12%);77(
C-12%,A-88%);86(C-8
8%,T-12%);90(C-12%,
G-31%,A-57%);91(C-8
ATCAGCACGTATT | AGTGGTAGTGGAAT | S/ T-12%):130(T-99% | CAGAC | GAGAC
6 chrl ATTGGTTGTTGC AATGATTTTAGCT );131(C-99%);132(G-1 T;C;A;A;C; | T;C;AA;C;
2%,A-88%);142(A-88 T;A;T T;A;T
%,T-12%);145(C-88%,
T-12%);147(C-13%,T-
87%);164(A-88%,T-12
%);180(C-12%,T-88%)
35(G-29%,T-71%);40(
A-29%,G-71%);50(G-2
9%,A-71%);76(C-71%,
7 chrl GGTTGAAGTGAAC | TGCTCGGGAAGATT | T-29%);104(C-29%,A- | T;G;A;C;A; | GA;G;T;C;
CTGACGTG TAACTATTTGC 71%);117(C-71%,T-29 | C;T;T;G T;C;C;A
%);148(C-29%,T-71%)
;149(C-29%,T-71%);17
9(A-29%,G-71%)
83(T-97%);127(A-97%
3 chrl TGGGATCATGGGA | GTTCCTGTTGCTGTT | );128(A-97%);142(A-9 | T;A;AA;C; | T;AAA;C,
GATTATGTGAAA TTCAATTACG 7%);150(C-97%);151( | A A
A-97%)
108(G-14%,A-86%);13
3(C-86%,T-14%);148(
0 chrl TAAGAAAACAGAG | TCTGATATCACATG | A-14%,G-86%);157(G- | A;C;G;AA; | A;C;G;AA;
TATGTGGCCGTA CTCATACCCTG 14%,A-86%);158(C-14 | G G
%,A-86%);168(A-14%,
G-86%)
10 chrl AATGCTGGAAGTC TGACTAATGATTGC 59(A-98%);61(A-98%) | AALALA AACACA
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AGAGTTATAGCT

ACCACTTCAAT

;104(C-17%,A-83%);1
28(A-98%)

11

chrl

TTGCTTCGGATATT
TGTCGAGAATG

GTTGGATGTGTTGCT
TTCTTTTAAA

79(C-66%,T-34%);82(
C-34%,T-66%);152(A-
34%,C-66%)

C,T;,C

T;C;A

12

chrl

TCCATTGCCGGCCT
TAGAAG

TTCTACCTTCTGCTG
CAACCC

35(C-40%, T-60%);63(
C-82%,T-18%):152(C-
60%, T-40%);157(A-60
%,G-40%);163(A-41%,
G-59%);165(A-18%,G-
82%);168(A-18%,G-82
%);190(C-40%, T-60%)
:206(C-40%,T-60%)

C,CT;GiG;
G;G;C;C

T.:C;CAA;
G;G;T;T

13

chrl

GCAATCTCTCCAG
CCTACAAATCTA

TTGCCAGGCCAATG
GTTTAAAC

48(G-98%);50(C-95%);
53(C-82%, T-18%);56(

G-25%,A-75%);68(G-9
8%):83(C-82%,T-18%)
:86(C-99%);87(G-75%,
T-25%);117(G-95%)

G;C,C;A;G;
C.C;G;G

G;C,C;AG;
C.C;G;G

14

chrl

GATGGTAATGGAA
CCTTTTTGAGCA

TGGAACATATGCAC
GCACATATTTT

61(T-99%);62(T-99%);
136(G-99%);138(T-99

%):140(T-99%);171(G-
99%): 186(A-99%);215(
G-99%);231(G-99%);2
46(T-99%);249(G-99%
)

T, T;G;T;T;
G;A;G;G;T;
G

T, T;G;T;T;
G;A;G;G;T;
G

15

chrl

TTTCATTTTCTTGA
GTGGCACATCG

TTTTGTCCATCCAAG
TCATCTCTGG

36(C-95%):62(G-95%);
78(C-95%):91(T-95%);
101(T-95%);115(G-95
%):123(G-95%);127(G
-95%);129(G-95%);164
(G-95%):213(A-95%);
233(G-95%)

C,G,CTiT,
G:G;G;G;G;
AG

C,G,CTiT,
G:G;G;G;G;
AG

16

chrl

CTTTTCCCTCCCCA
GCTGC

CTAGGAGCTGGCCA
GGAGTG

157(G-6%,A-94%);158
(C-6%,T-94%);188(C-6
%, T-94%); 190(A-6%,
G-94%):211(G-50%,A-
50%)

AT;T;GA

A;T;T;G;A/
G

17

chrl

ATTTTGCAAAAAG
GTCCCCGAC

GGGAGAGCTGCAAA
GCTTCTT

41(C-11%,T-89%);42(
A-6%,G-94%);63(C-6
%, T-94%);97(G-6%,A~
89%,T-6%);110(C-89%
,T-11%);141(C-11%,T-
89%):147(G-11%,A-89
%):157(C-6%,A-94%);
164(C-11%,G-89%);18
2(C-11%,T-89%);185(
C-99%):197(A-6%,C-9
4%)

T.:G;T;AC;
T:AAGT,
C;C

T.:G;T;AC;
T:AAGT,
C;,C

18

chrl

GGAAACTCATTGC
AAATCTCCTACA

GGCCACTGTTCTGT
ACACAAATTAT

49(G-5%,A-95%);119(
C-11%,G-89%); 122(A-
11%,G-89%):139(G-6
%,A-94%);155(C-11%,
T-89%);168(G-11%,T-
89%)

A;G;G;AT,
T

A;G;G;AT,
T

19

chrl

GTAGGGCGTAAGG
AGACAAACTG

GATTTATTGAGAGG
TGCCGTCACTA

39(G-45%,T-55%);54(
A-45%,G-55%);85(C-4
9%,G-51%);96(C-49%,
A-51%):107(C-51%,T-
49%):125(G-49%,T-51
%);139(A-96%)

T.G;G;A;C;
T;A

G:ACCT,
GA
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39(T-99%);64(T-99%);
89(G-99%);91(C-7%,T
-93%):92(A-99%); 104(
G-99%);110(A-99%); 1

18(G-99%);122(T-99% | T;T;G;T;A; T;T;G;T;A;
20 ehil GCCATTGGCCATC | CTCAGATCCTACGG | );128(A-96%):133(T-9 | G:A;G;T:A; | GiAG;T:A;
ATCATCA CCAAGAGA 9%):140(C-99%): 144( | T;CG:A;GA; | T;CGAGA;
G-5%,A-95%);153(G-9 | A;G;C;C AG:iCiC
9%):156(A-99%);178(
G-30%,A-70%);195(G-
99%):206(C-99%):215(
C-99%)
67(C-6%,T-94%);121(
ATGTATGCGTGCA | TTTGATCTGCTCGGT | C-94%,T-6%);124(G-6 | . . . e
21 chrl | AATCTCGAATTT | ACTAAAATGC %,A-94%):157(C-6%,T | AT TEAT
-94%)
62(T-97%);66(G-98%);
-000/)- -
2 chrl AAGAACTAAGCAA | TTCTATTCAAGGCTA ‘}/0)4551}6?(9}/;)9"}/3)1%0?1 T;:G;G:A;G; | T:G;G;A;G;
0), - 0)s AT AT
AAGAGACAACGG | AATCTTGGGT 579%)200(A.97%):20 | AATC AAT;C
(T-97%);215(C-97%)
CTGCATGCGTATA | ATGCACCGAGTGGG
23 chrl TTTGTACCACAT AATATTGTATA 113(C-9%,T-91%) T T
146(T-98%);159(T-98
24 chrl AAAACGGTAGATT | GAACAACAAAAGCT 09/‘;)0/1)6%%2(%8;/?0/1)?’& T;T;C;T;T;C | T;T;C;T;T;C
0), - 0)s Nel el
CTTCCTCCTCTC GGAGAGGAATT C.089%).193(G.98%)2 | ‘00 :G;G
26(G-98%)
88(C-96%):96(C-12%,
CTGAAGCAATCCC | ATCCCATGGACAGC | A-88%);115(T-96%);1 N N
2 chrl TCCCTTCC ACAGC 58(C-96%):198(T-96% | SATGT | GAT.CT
)
37(A-26%,G-74%);50(
GGTTGCTAATCCC | AGCATGTATCATAA | G-26%,A-74%);141(C- | . ... o
26 chrl | NATAGTTCCTTT | GAACTTAGCCA 74% T-26%):200G-3 | WETA | GAGA
%,A-92%)
_QK0/. _G770
- el GGTTTAGTCTTTCG | TACACTGCACGTTA ‘;35(3"%5 1/1)42}(85%/1 GT-GA G;C/T;G;A/
TAAGTGGTGTG TATTCGCTCTA A% T-6T%) T
48(G-50%,T-50%);51(
G-95%,T-5%);88(C-50
AAACATTTGAGAG %,T-50%):97(G-95%); | o emoe v | e
28 chrl | TAAGCATTAATCA ?g;TCTCgégTAg:CCT 106(C-5%,A-95%);116 ;ing’G’A’ ;ing’G’A’
AA (C-5%,T-95%);118(G- | > #35
5%,A-95%);197(C-5%,
G-95%)
44(C-50%, T-50%);61(
C-97%);78(C-59%,T-4
1%);79(G-54%, A-46%)
:82(C-95%):85(C-59%,
_419,): _50)0 5 | TC-C-AC- | TC-C-A-C-
AGTAGAGCTCTGT | GTTGGAAGGTGTGG | L-A1%0:93(C-50%.A-5 | T:GGAC | TCCAC
29 chrl TCTCCCATTTC GTAGCG 0%);114(C-97%);118( C;A;C;T;C; C;A;C;T;C;
C-44%,T-56%);139(C- | C;G;G;T C.G,G;T
99%):159(C-59%,T-41
%):161(G-95%);176(G
96%);221(C-41%,T-59
%)
115(T-97%);116(G-8%
CCATTGAAAACCA | AGGATTTCTTCACAT
30 chrl ,A-92%);128(C-97%);2 | T;A;C;C T;A;C;C
CACATTTTCCAC TTTTCCGACC 28(C.04% T-6%)
31 chrl CCATTTCAAACTG | CTAATTTCGTTTTCT | 104(C-9%,T-91%);146( | T;A T:A
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ACCCTTTATGGA GTGGCCCTAG G-5%,A-95%)
43(G-99%):49(A-99%)
:50(G-99%);61(A-95%
5 ehil ATGCTACTTCTTTC | TTAAGGCTCAGATA 2?36(3_2)%2;9)%;?)3;(1:5 GA:GAA; | GA:GAA;
-0 70, J= 0)s = T Ty
AAGCTTGCTTT GGTGAGGTTTG 695.G-04%) 130(C6%, | FOTGA | GGTGA
T-94%);201(C-6%,G-9
49%):224(C-6%,A-94%)
GATCTTGTCCGGCT | GCTTCAGCGCTAGG
3 chrl TGGTAGTC GTTTAGAT SHC-99%) C C
40(C-95%);92(C-99%);
- 0, . -

34 chrl GCTCAAAAAGAAA | TGCTACAATGTCTA %8523?3./;19’3/:)752}0?(5}- C;C:G;G;C; | C,C,G;G;C,

GAAAATCTGAGC | CCCCTAGGATA 965).180(G-99%0):227( | FHGT G:G;G;T
G-99%);233(T-95%)
47(G-17%,A-83%);50(
A-17%,G-83%);83(G-1

CTAACCGGCAAAC | ATTTTGGTCTAACTT g ;

35 chrl 7%,T-83%);108(A-17 A;G;T;G;C A;G;T;G;C

TAGTTTTCACAG GTGGATGTCG % G-839%) 1 12(A- 1 7%,
C-83%)
40(C-6%,T-94%):61(T-

ACAGTGTAGTTTG | ATACCACCACACCT

36 chrl 99%);82(C-99%);90(C- | T;T;C;C;T T;T;C;C;T
AAACGTGTCATC AATACTGGAAC 99%%:06(T-08%)

37 chrl AGGACATTTCTTA | CTATGTGATCATTGT | 56(T-99%);132(A-6%, | TG
GAGATAAGAGGTT | ATGCTCTGCA G-94%) ; ’
GAGAAGGAACTGA | TGATGCTTGCCACA , , ,

38 chrl TGAAGCTACTGA GACTTTATAAC IUC-95%):93(T-99%) | C:T CT
CGATACACCAATT

39 chrl AATATATATATAT ?TAég:ﬁSSTGG&GﬁTA 175(G-99%) G G
ACATCCTTAA
ATCCCCAAAAGCA | GCCAGTACTCCTCT | 98(G-95%);121(C-95% | ~ - .

40 chrl GCGTCA AACTGCTAC ):146(G-99%) GGG GGG

74(A-99%);89(A-99%)
:172(A-99%);173(T-99
al chel TTTTTACACGAACC | CCAACTCACCCACA | %);187(G-99%):189(G | A;A;AT;G; | AJAAT;G;
GAGGATGAAAG CTTTGTAAAAT 99%);194(A-22%.,G-7 | G;G;T;G G:G:T;G
8%):201(T-99%);203(
G-99%)
97(C-95%);125(G-95%
):150(C-95%);154(G-9

0 ehil ATAAGCCTAGCAC | AAAAATCCAACCGC | 9%);160(G-99%):172( | C;G;C:G;G; | C;G:C;G;G;

ATCATGATAGCA | CAGCATC G-99%);173(C-6%,T-9 | G;T;C;A GT:C:A
49%):198(C-99%);210(
G-6%,A-94%)

s chrl TTGCCCCTTAAAA | GAATGGGTGCAAGG | 157(G-95%)228(C-99 | (- . GoC
CCCAAAGAA ATTCAAGT %) ’ ;

45(G-6%,A-94%);50(C

" ehil CTTCAACTTCTGGA | ATGTAGTCCCTTGA | -6%,T-94%);57(A-99% | A;T;A;G;C; | A;T;A;G:C;
ATGTCCTTAGC GGCTATGTAGA ):80(G-99%);119(A-6 | G G

%,C-94%):122(G-99%)

ATTGGTAAGGTTG | GCCTACCCTATTAC | 66(T-99%);102(C-99% | ~. .

45 chrl | \GCGCTAGG AACGAGTACTT );192(T-99%) TCT TCT

61(C-99%);64(C-99%);

46 ehil ATCCATTTCCCGTC | CAAAGGAACGGATC | 70(T-99%);71(A-99%); | C:C;T:A;T; | CCT;AT;
TCATCGATAC TAGGGTTAGAA 78(T-99%);79(C-99%); | C;C C:C

99(C-99%)

ACTACCATCTACA | AGGGGGTCATTGTG

47 chrl 1 A GcaAAGCCA AGGATAA 235(C-99%) C C

48 chrl CAGATCGCTAATA | GGAAGATATGCGGG | 44(G-95%);174(G-6%, | G:A;G:CA; | GiAG;CiA;
AATTGCCTCCAA TGAGAGAAG A-94%):179(A-7%,G-9 | G G
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3%);181(C-99%);211(
A-99%):216(G-99%)

49

chrl

GATTGTGAACCTC
TAGCCATAGACA

GTCCAAGAAGCCAA
CTAACAAACAT

64(C-98%);96(A-98%);
108(T-98%);122(C-98
%);123(T-98%);143(C-
98%)

C;A;T;C;T;
C

C;A;T;C;T;
C

50

chrl

ACGATCACATAAG
CAAAACAACCAA

CTCTTCAAATCAAG
AAATGAACGCC

59(C-6%,A-94%);70(C
-99%);96(A-6%,G-94%
):106(G-98%);120(T-9
8%);147(A-98%)

A;C;G;G;T;
A

A;CG;GiT,
A

51

chrl

CTGTTATCAAGGC
AAACAGATGTGA

AGCAGTCGTACACA
TCTGAAAAATG

52(C-39%,T-61%);119(
C-39%,T-61%);122(C-

39%,T-61%);131(A-62

%,C-38%);132(G-62%,
T-38%);138(G-39%,T-

61%);139(A-61%,T-39

%);155(G-61%,A-39%)
207(G-61%,T-39%);22
8(G-61%,A-39%)

C;C,C,C;T;
G;T;A;T;A

C,C,C,CT,
G;T;A;T;A

52

chrl

ATCGGTGGACTTA

TCTTCTAAGTAACCT

GCCTCTTATTTT

TCTTTTAGCTGA

47(G-99%):62(A-13%,
G-87%);73(A-12%,G-8
8%);125(C-87%,T-13%
):128(C-13%,T-87%);1
40(T-99%);145(A-99%
);148(C-12%,T-88%); 1

55(C-13%,T-87%);178(
C-99%);183(A-99%);1

91(C-13%,T-87%)

G:G;G;CT;
T:AT;T,C;
AT

G:G;G;CT;
T:AT;TC;
AT

53

chrl

GCCTTGAGCTTGCT
AGTCTCAA

ATTCAAAGACAAGA
GACACAAGTGG

37(C-70%,A-30%);43(
A-12%,G-88%);49(G-7
0%,A-30%);77(G-70%,
C-30%);116(C-31%,T-

69%);123(G-70%,A-30
%); 140(C-99%); 189(A-
69%,G-31%);224(C-30
%, T-70%);235(A-30%,
T-70%);236(C-30%,T-

70%):237(A-30%,T-70
%)

AG;ACC
A;C,G;CA;
CA

A;G;A;CC;
A;C;G;CA;
CA

54

chrl

TACACTTTAGCTG
GGTTAATTTGGG

CTCTTCTTCTTCTCT
CTTGTGGTGT

62(C-47%,G-53%);73(
C-53%,T-47%);94(C-6
7%, T-33%);96(G-47%,
A-53%):99(G-33%,A-6
7%):136(C-33%,A-67
%);153(C-67%,T-33%)
:155(G-67%,T-33%);16
0(A-33%,G-67%)

G;C,CAA;
A;C,G;G

G:C,CGAA;
A;C;G;G

55

chrl

TAAGCAGCGAACT
TGTCTTGTGTTT

CTAGGATGCCTAGC
TTCACACTTG

52(C-87%, T-13%);63(
C-14%,T-86%):64(C-8
7%,T-13%);103(G-14
%,A-86%); 147(T-99%)
:167(C-87%,T-13%);20
0(C-87%,T-13%);229(
C-99%);235(A-13%,C-
87%)

C,T;C;A;T,
C.,C;C;C

CT,GAT,
C.,C;C;C

56

chrl

CTAAAGACACCAT
TATCAGGGGTGG

GGAGAGGCCTGGAT
CATAACG

43(G-49%,A-51%);44(
C-88%,T-12%);45(C-9
9%):74(C-35%, T-65%)
:76(C-99%);78(G-65%,
T-35%);81(A-35%,G-6
5%):97(A-49%,G-51%)

A;C,C.T,C;
G:G;G;T;A;
G;ACAT,
G;C;C;C;A;
T;G

A/G;C;C;C/
T;C;G/T;A/
G;A/G;T;A;
C/G;A/G;C/
G;A;T;A/G;
C.C;C;A/G;

10
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:117(C-14%,T-86%);12
3(A-99%);124(C-35%,
G-65%);131(G-49%,A-
51%);138(G-49%,C-51
%);151(G-12%,A-88%)
:158(C-12%,T-88%);:16
6(A-36%,G-64%):193(
C-99%);198(A-12%,C-
88%);199(C-88%,T-12
%);203(G-48%,A-52%)
211(C-49%,T-51%);22
5(G-99%)

C/T;G

57

chrl

TAGTCCAGTGATA
TTGTTCAGGTCG

AGTCAAGGGCAAAC
ATTATCCAATG

47(A-16%,G-84%);82(
T-97%);131(T-97%)

G;T;T

G;T;T

58

chrl

TCCAGCGAAGAAT
TTTTATGCCTAC

CTCAGATCGTCGAT
ACCCTAAACG

129(C-11%,G-89%);13
8(A-11%,G-89%);139(
C-89%,T-11%);149(G-
11%,T-89%);157(A-89
%,T-11%);206(A-11%,
G-89%);241(G-11%,A-
89%)

G:G;,CT:A;
G;A

G:G;,CT;A;
GA

59

chrl

CCACGCCGATATA
TTAAAAGCTACG

GCTCGTGTTTGAAA
ACCATACAAAC

38(G-20%, T-80%);53(
G-99%);59(C-20%,A-8
0%);75(G-20%,A-80%)
:94(A-99%);129(C-99
%);164(A-20%,T-80%)
:180(A-20%,G-80%);2
03(C-80%,T-20%):222(
C-20%,T-80%);226(G-
20%,A-80%);234(A-20
%,G-80%)

T;GAAA;
C,T;G;C;T;
AG

T;G;AAGA;
C,T;G;C;T;
AG

60

chrl

CCACAACAGTTAG
GTTCCACATTTG

AAAGTATCTGAAGG
TTTGAGCACTT

60(G-95%);61(C-95%);
88(G-95%);110(A-21%
,G-79%):163(C-21%,T-
79%);168(A-21%,G-79
%); 169(A-21%,T-79%)
:180(C-8%,A-92%)

G;C,G;G;T;
G;T;A

G;C,G;G;T;
G;T;A

61

chrl

CATGTATCTTGCCT
CCTTACCTGTA

TCAACACATGTTTGT
ACCATTGAAA

148(G-91%,T-9%); 159
(T-96%);173(A-96%); 1
79(G-91%,T-9%);209(
A-9%,G-91%);212(C-9
%,A-91%)

G;T;A;G;G;
A

G;T;A;G;G;
A

62

chrl

ACAAGAAAAGGCA
TTGGGAGAAAAT

GCTATGCACTCTTTG
GCTTTAGAAT

38(T-97%);50(C-99%);
66(A-5%,G-95%);100(
C-97%);113(T-99%);1
75(A-99%);189(G-6%,
A-94%)

T.C;G;C:T,
AA

T.C;G;C:T,
AA

63

chrl

CTCGAACCCTAGT
GGACAGATTC

GGAGAAGAGACATG
GTGGATTGAG

47(A-98%);55(C-93%,

T-7%);63(C-7%,T-93%
):68(G-7%,A-93%);111
(G-28%,A-72%):117(A
-6%,G-94%);118(C-7%
,T-93%);124(G-99%);1
39(C-98%):160(T-98%
):176(C-7%,T-93%)

A;C;T;AA;
G.T;G;CT;
T

A;C;T;AA;
G;T;G;C;T;
T

64

chrl

TCATTGGTATCCTG
GTGGAGATCTA

TGCCGATCAGCAAT
TGTAACTCT

41(C-98%);90(C-98%);
156(G-98%);187(A-98
%);242(A-98%)

C;C:G;AA

C;C:G;AA

65

chrl

GAAGCCGGAACCC
TCCTAAA

GGACGTTTCACTTGT
TTATCACCTT

36(G-98%);46(C-98%);
76(G-98%);166(T-96%
);186(A-96%);194(T-9

G;C;G;T;A;
T

G;C;G;T;A;
T

11
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8%)

66

chrl

CCATCTTCAAAAT
GGCTCCACTAC

AGAAGAGATAGCAT
CGGCATATATAT

42(C-98%);145(A-98%
):191(C-98%);236(A-9
9%)

C;A;CA

C;A;CA

67

chrl

AAGGATTGCTCAT
ATTCACCTGGTT

GGCTAGAAGTGCAA
ATGTAAAAAGC

57(A-99%);93(C-99%);
109(C-33%,G-67%);11
9(C-67%,T-33%);121(

G-38%,A-62%);139(G-
67%,T-33%);146(A-99
%);176(A-67%,T-33%)

A;C;G;CA;
G;AA

A;C;C/G;C/
T;A/G;G/T;
AA/T

68

chrl

AGATCATAACTTC
TCTGCTGTCTGC

GGCTGTTTAAATATT
AACGATAATATCAG
GA

127(C-89%,T-11%);14
1(C-92%,T-8%);152(C-
99%);160(C-89%,T-11
%);161(A-6%,G-94%);
173(G-17%,A-83%)

C;C;C;C:G;

C;C;C;C:G;

69

chrl

GAAATCCCACGGA
ACAAGTTGTT

TGTGAATTAAAAGT
GAGTTTGCCTACA

37(G-99%);74(A-6%,C
-94%):79(A-6%,G-94%
):100(A-99%);129(A-9

4%, T-6%);178(A-99%)
:179(C-23%,T-77%);18
7(A-99%);192(G-99%)
:200(G-6%,C-94%);20

3(G-94%,T-6%);204(C
-6%,G-94%):206(A-6%
,G-94%):211(C-12%,T-
88%)

G;C;G;AA;
A;T;A;G;C;
G;G;G;T

G;C;G;AA;
AT ALGC
G;G;G;T

70

chrl

ATTCAGCTCTACC
ATTTGGAGTTTT

ATTTCAATGTATCCT
CATGCGTACC

41(C-96%);42(T-96%);
82(A-8%,T-92%);84(C
-90%,T-10%);100(A-8

%,T-92%);124(C-94%,
T-6%);136(G-98%)

C;T;T;C;T;
C,G

CT,T;CT,
C;G

71

chrl

TTTTTGTTGCACCG
TACCCTTTATG

GGAGGAAGAGATAA
GGTGTATGCAT

36(A-99%):46(G-82%,

T-18%):47(A-20%,G-8
0%);55(G-18%,A-82%)
:84(A-6%,T-91%);92(C
-98%);105(C-8%, T-92

%):126(C-10%,G-90%)
:129(A-12%,G-88%); 1

67(T-95%)

AGGAT;
C;T;G;G;T

AGIGAT;
C;T;G;G;T

72

chrl

AAAGTTTCTTGGA
CACGTAACTAGC

GTTCTTTTTGAGTGA
AACCCCTCAT

50(C-99%);57(C-7%,T-
93%):58(A-7%,G-93%)
:68(C-7%,A-93%);70(T
-98%);73(A-99%):94(
G-7%,T-93%):95(C-7
%,T-93%);123(G-99%)
:125(C-7%,T-93%):136
(C-5%,T-95%);167(C-9
9%)

C,T;G;A;T;
AT, T;G;T;
T;C

C,T;G;A;T;
AT, T;G;T;
T;C

73

chrl

ATCGATTAGTACTT
GCTCATCCACT

GATGATGCAGCTCT
ATTTGTCAGAC

36(G-17%,A-83%);80(
C-17%,T-83%);83(C-8
3%,T-17%);89(C-18%,
A-82%);105(A-17%,C-
83%);115(C-94%,T-6%
):150(G-17%,A-83%);1
65(C-83%,T-17%);166(
A-17%,G-83%);176(C-
17%,T-83%);192(G-18
%, T-82%);204(C-99%)
214(A-83%,T-17%)

AT CAC
CACGT,
T;C;A

AT CAC
CACGT,
T;C;A

74

chrl

AGGTGGGGGAAGC
AGTGA

TTTTAGAGAACGGT
TTGAATCCGTG

52(C-98%);62(C-99%);
74(A-98%);86(A-98%)

C,C;AAG;
T;A;C

C,CGAAG;
T;A;C

12
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:97(G-99%);120(T-97
%);122(A-97%);148(C-
98%)

75

chrl

CATAGCAAACTAA
ACGTAGGTCTGC

AAAATGGGAAATCT
CACCACGATTC

45(C-95%);51(T-99%);
93(C-95%):98(C-99%);
110(T-96%);127(G-95
%):214(G-99%);227(A
-96%)

C.T;C,C;T;
G;G;A

C.T;C,C;T;
G;G;A

76

chrl

TCAAGTTTGTTGGC
ATGACAATACA

GATAAAATGGTCAT
GACTGGTCACC

82(G-25%,A-75%);111
(G-25%,T-75%);128(G
-25%,A-75%);151(A-2
5%,T-75%);159(C-25%
,T-75%):160(A-25%,G
-75%);202(C-25%,G-7
5%)

AT ATT,
G;G

AT ATT,
G;G

77

chrl

AAAAAGTAGTATT
AGTCCCGGCTCC

TGGACAGCTGTATG
TATCAATCGAT

97(G-76%, T-24%); 121
(G-76%,T-24%);127(G
-24%, A-76%);143(G-2
4%,A-76%);159(A-24
%,G-76%);162(C-76%,
T-24%);188(G-24%,T-
76%):193(C-24%,G-76
%)

G;G;AAG;
CT;G

G;G;AAG;
CT;G

78

chrl

GCATGTCCCATAA
TGATGCAAAGAG

ACCTACAATTTAAA
ATAAATGAAGTACG
GA

42(G-99%):49(A-99%)
:58(C-99%);80(T-99%)
:113(T-99%);114(T-99
%);116(A-99%);155(A
-99%)

GACTT;
T;AA

G;A;C;T;T;
T;AA

79

chrl

CTCGGGCATTCAT
GAGTATTCAAAT

CCAACCAATCGTTA
GTTGTCGTAAA

109(G-99%);145(T-99
%);149(A-99%);181(G
-99%)

G;T;A;G

G;T;A;G

80

chrl

CCAATTGGCGAGA
ATTTTTGGC

TAAACGAATAGTCT
TTGTGGGACG

54(C-99%);73(T-99%);
74(C-99%):87(G-99%);
93(T-99%);97(A-99%);
124(T-99%);126(G-99
%):144(T-99%)

CT,CGT,
AT;G,T

CT,CGT,
AT;G,T

81

chrl

CAATCCATGGAGT
GAAATAAACGGT

TAAAAGTTGAGGTA
AGCCACTAAGC

43(T-99%):67(A-99%);
103(G-99%);106(A-99
%);122(G-99%);133(G
-99%);138(T-99%); 146
(G-99%);165(T-99%)

T;A;G;A;G;
G;T;G;T

T;A;G;A;G;
G;T;G;T

82

chrl

AGATGTGCATACG
TTTTGGTTTTCT

TCCGTCCTAAGATA
AGTGTTCGTTT

173(C-89%,T-11%)

83

chrl

GAAGTTATAGCTA
CGTGCATGCTTT

TATTCAGAGTGAGG
ATTTGCCACTT

38(G-9%,A-91%):48(A
9%,G-91%):49(C-9%,
A-91%):81(C-91%,T-9
%)

A;G;A;C

A;G;A;C

84

chrl

ACCATGTCATCTTT
TGAATGAAATGAA

TGGAGTTGTATGGG
CATTAAATCCT

59(C-83%, T-17%);82(
A-26%,G-74%);125(A-
16%,G-84%);138(C-84
%, T-16%); 145(G-99%)
:160(T-99%);166(G-17
%,A-83%);191(G-17%,
A-83%);211(C-16%,T-
84%):212(G-16%,C-84
%);213(C-17%,A-83%)
:233(G-99%)

C.G;G;C;G;
T;AATC
AG

C.G;G;C;G;
T;AA;T;C;
AG

85

chrl

CTCCTGAGCGCCA
GAGTG

GATCATTAAAGGGC
CGCTGTGA

39(G-11%,A-89%);56(
C-89%,T-11%);63(G-1
1%,T-89%);80(C-89%,
T-11%);107(A-11%,C-

A;C;T;C;C;
C;C;G;G;C;
G;G

ACT;CC
C;C;G;G;C;
G;G

13
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89%);143(C-89%,T-11
%); 167(A-11%,C-89%)
:186(A-17%,G-83%);1
97(A-11%,G-89%);209
(C-91%,T-9%);210(C-1
1%,G-89%);238(A-11
%,G-89%)

%6 bl AACTTTGGTTCTAA | CATTGTGTTACCTCA | 51(C-99%);148(C-84% | .- cc
ACTCTGCTTGC CTGAGCAAG [ T-16%) ’ ’
GGATGTGTTTGGTT | ATGCCATCAAAATC ,

87 chrl GGTTGTATCAT GAGATCTAAGG 69(G-99%) G G

08 bl CACATGAAAGGTG | CGAGAAGAATCCAG | 138(T-98%);170(G-98 | 1. . T.GG
GAGGCAAG GAAAAAGTGAG %):233(G-98%) e e

84(G-99%);117(G-99%
):120(C-99%);128(T-9
9%);143(T-99%):154( | =+ o | coocpororp

% el GATTTGACAGAAG | CCTTCGCCATCAGA | C-99%);183(T-99%);1 SETCCT (T} SETCCT (T}

GCGTGGTTG CTTTTGTATAG B6(T-99%); 187(C-99% | > > > | 0 o 2oe”
);188(G-99%);204(T-9 | ~ " s
9%):226(A-99%);228(

G-99%):;229(T-99%)
97(C-11%,G-89%);104
119 _QQ0/)-
90 ehil AATTGGAGGAACT | GATGGCTTGTCCTA (lcl(}/l 2’3939)-/?62?2(? G:G:G;G:C; | G;G;G;G:C;
TACGAGTCATGA GGGTTAAGG 1%.G.89%: L 16A11 | C C
%,C-89%):153(C-96%)
71(G-14%,T-86%);116
_0R0/)- _1R0,
o1 el TCGCTTATTGCCTT | GCAATACAGTCCCA (‘;23%41’)7’1(7;(‘1\73/8?’; TATTC; | T;ATT;C,
-82%): 17%.T-

CAGTTCAATAC AACTAAGCAAT 300200(C.98%)522( | A A
A-99%)

9 el TCAGGTAACACAA | AGCAGTTATTCTGA | 67(T-99%);164(T-99% | .1 T
GACAAGAAGACA | ATAAGCAGAGC ’ ’
CTTCTCCTGATCAG | TGACTTGTTAATTGT

93 chrl ACGGTGAC CATGCTCTCA 115(G-98%) G G

61(G-12%,A-88%):64(
_1970, _QRQO0/\. _

CTATAATTGTTCTC | TITTGATGTTGCAAC | G712%-A-88%):126(G- |\ ). 5600 | AAG:GiC:

94 chr2 GOAGOGTTCTCA GGAGCG 99%);157(A-12%,G-88 | 3 c

%);171(C-88%,T-12%)
:180(C-88%,T-12%)

GTAGAAGCTCATG | CAAAATCTACATGT

93 chr2 TAAGGAACAACG | GGTCGAGGAAG 139(A-40%,G-60%) G G

72(G-96%);98(G-21%,

06 chi2 ATGTTAATGCTTA | GTGCCAAAACGCTC 5307/9)%;)8&@(5407/7?;6 G:C;.C;T;T; | G;C;C;T;T;

0), - 0,1-

GTGCCAATCAGG | ATTCTATTTTC Yo 198(T-05%).205(G- | © G
95%)
37(A-22%,T-78%);125
(G-22%,A-78%);134(C
- 0, _ 0 . _

o7 hi2 TTATGGATGTATG | CCCCAGATCGTAGC jo";ng.@;{27(9€9§§ TAT;CA; | T;AT;CA;

0,1- 0), - 0 T T

GTTGGGTCTTCA TCCTATTTAAT 197G 78% T2yl | GTA G:T:A

6(A-22%,T-78%):217(

C-22%,A-78%)

35(C-91%,T-9%);38(G

24%,C-76%):57(G-91

% T-09%)-79?A-1g% G- | GEGGGC | CGCGGC

08 b2 ATTGTTCCATGGGT | TCGATCCTCACCAA | ¢ es o1y, g0y | GCACC: | GCAGC;
GCAGGTT AATCATCAAAA ,92("C’_910/'T_9§/’),'94(‘k CGGGGC; | GGiCGGC;

’ Nigpites G:G:G:C:A | G:G;G:C;A

9%,C-91%);97(C-9%,
G-15%,A-76%);98(C-8

14
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9%,T-11%);104(C-96%
);123(C-96%);124(A-8
%,G-92%);126(C-99%)
;128(A-11%,G-89%));1
35(C-96%);136(A-9%,
G-91%);147(A-9%,G-9
1%);165(G-91%,T-9%)
;182(C-85%,T-15%);21
6(G-19%,A-81%)

99

chr2

ACATAATCTGCTA
TGGATTCGAGGG

GTCGACAATGTTGC
TACGTGATG

98(C-99%);181(G-11%
,T-89%);194(C-14%,T-
86%);202(C-94%,T-6%
);203(C-14%,T-86%);2

04(A-14%,T-86%);225

(A-97%);230(A-10%,C
-90%)

CT,T.CT.T
AC

C,T;T;C;T;T

AC

100

chr2

CACTTTGAGGAGG
CTAGTATGCATA

TCTCTGATTGATGG
AGATGAAAGGG

51(A-98%);57(C-98%);
83(C-98%);99(C-98%);
104(T-98%);127(A-98
%);194(C-98%);200(C-
98%);206(G-98%);228(
T-98%)

A;C;C;C;T;
A;C;C;G;T

A;C;C;,C;T;
A;C;C;G;T

101

chr2

TGCATCTTTATCAG
TTTCGAAGCTT

TGCAGTTAGACTTG
ATAGTTACCCC

95(A-96%)

A

A

102

chr2

CTAGCATCACCAG
ACGAATTGATAG

AAGTAGGACCAGTA
AGTAGTCAAAA

47(G-90%,T-10%);91(
C-10%,G-90%)

G;G

G;G

103

chr2

CATACAATTGAGA
GCGACCAAGAAA

ATCAGAAACACTCG
TACCTGATCAA

87(C-99%);93(G-99%);
94(G-99%);145(A-99%
);157(A-99%);168(G-9
9%);171(T-99%);172(
G-99%);182(A-99%)

C;G;G;AA;
G;T;G;A

C;G;G;AA;
G;T;G;A

104

chr2

GTCCAAACTAAGT
CAAAGTTATTCAA
CA

TCTGTCTGTTTGTTG
AACATGTGAC

81(G-9%,A-91%);83(A
-91%,T-9%);104(G-99
%);136(A-8%,G-92%);
163(C-99%);185(A-91
%,T-9%);188(A-9%,G-
9%,C-82%);195(C-9%,
T-91%)

A;A;G;G;C;
ACT

A;A;G;G;C;
ACT

105

chr2

CTTTTCACAGCTTA
CCTGCATCTTG

AGTAAAATGCACAT
TCTGAACGTCA

43(G-52%,A-48%);45(
A-14%,G-86%);112(G-
19%,A-81%);127(C-14
%,T-86%);160(G-73%,
A-27%);165(T-98%);1
66(C-73%,T-27%);203(
C-27%,T-73%);212(C-
36%,T-64%);213(G-96
%)

A/G;A/G;A;
C/T;A/G;T;
C/T;C/T;T;
G

G;G;A;T;G;
T,C;T;T;G

106

chr2

CAAAACTTTCCCTT
GCACAAACAAA

AAACCTTCCCAAAC
AGTTCGATAAA

72(C-98%);101(C-98%
);:141(T-98%);148(C-4

7%,T-53%);154(C-67%
[T-33%);155(G-67%,T-
33%);184(C-55%, T-45

%);187(A-31%,C-69%)
208(G-87%,A-13%)

C,C;T;C/T;
C.;G;C/T;C;
A/G

C;C;T;T;T;T

;C.C,G

107

chr2

TAAATAATTAGCG
GCCCAGATCTGA

TGACGTGTTACAAT
ATATTTTCTTCGT

88(A-31%,T-69%);130
(A-69%,C-31%);133(C
-31%,T-69%);139(T-99
%);141(T-97%);150(G-
97%);163(T-97%);171(
T-97%);205(A-42%,T-
57%);218(C-69%,A-31

A/T;A/C;C/
T,T;T,G;T;T
;A/T;A/IC

T.AT;TST,
G;T;T;T;C

15
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%)

108

chr2

GAAAAGGTGAGCG
TAAGGACATTAT

AAAAGAAAAACATG
TTTCCATTACACC

79(A-25%,G-75%);100
(C-34%,A-66%);111(C
-98%);113(A-17%,C-8
3%);116(T-98%);132(
A-34%,G-66%);133(C-
94%,T-6%)

A/G;A;C;A/
C;T;G;C

G;C;C;CT;
A;C

109

chr2

TGTGGCCATTTGC
ACCATTTC

CTGTCCTCGGCGTC
GTAG

32(A-20%,G-80%);34(
G-99%);37(A-65%,G-3
5%);42(G-99%);51(G-
65%,C-35%);55(C-19
%,G-80%);58(G-65%,
A-35%);63(C-77%,T-2
3%);73(G-19%,C-81%)
:82(G-99%);84(G-15%,
A-85%):89(G-20%,C-8
0%):93(G-97%);112(C-
99%);121(C-97%);124(
C-97%);125(A-19%,G-
81%);151(C-98%);154(
G-80%,T-20%);155(A-
11%,G-89%);187(C-99
%):197(G-99%);203(G
-96%);212(C-78%,T-22
%):220(C-99%);238(G-
98%)

G;G;A/G;G;
C/G;G;A/G;
C,C;G;A/G;
C,G;C;C;C;
G;C,G;A/G;
C.G;G;C;C;
G

A/G;G;A;G;
G;C/G;G;C/
T;C/G;G;A;
C/G;G;C;C;
C;A/G;C,G/
T;G;C,G;G;
C/T;C;G

110

chr2

TTACTGTATCCATA
GACAACGCC

ACAAACTCATAGGC
TCTGCAGC

62(C-9%,A-91%);123(
A-9%.,G-91%);124(G-8
%,A-92%):152(G-8%,
A-92%);218(G-5%,A-9
5%)

AGAAA

A;GAAA

111

chr2

TTGGCAAGAATAC
GAAGAGTCTCG

CTTTTCAGCAAAGT
CAGTCTCGG

55(C-83%, T-17%);60(

C-16%,G-84%);121(G-
99%);126(C-16%, T-84
%);153(C-84%,T-16%)
:167(C-17%,T-83%);23
3(C-99%)

C;G;G;T;C;
T;C

C;G;G;T;C;
T;C

112

chr2

AAGCCCATACTCT
CTTTCCTATAGC

TGATTATTGGGCTG
AAATAAACAAATCA

53(G-99%);59(G-34%,
C-66%):87(G-34%,A-6
6%);135(C-34%,G-66
%);140(C-34%, T-66%)
:150(G-33%,A-67%);1
51(C-96%);153(A-34%
,G-66%);157(C-70%,T-
30%):166(A-32%,G-68
%):167(C-99%);192(G-
36%,A-62%);195(G-30
%,T-70%)

G;C/G;A/G;
C/G;C/T;A/
G;C;A/G;C/
T;A/G;C;A/
G;G/T

G;C;A;G;T;
A;C;G;C;G;
CA;T

113

chr2

GCCCATTAAAGGC
CTTTTTAGAACA

TTACAAGAACTCAA
ACGCTCAGGC

68(T-99%);117(G-97%
);123(C-97%);172(C-9
5%);198(A-97%);200(
T-97%);203(G-95%);2
15(G-95%);246(A-95%
)

T;G;C;C;A;
T;G;G;A

T.G;C;CA;
T;G;G;A

114

chr2

AATCCTCTTTTCCT
GCACATCTGAA

TGCTTGAGTATTGAT
GTCAATCTGC

46(A-96%):48(C-97%);
95(G-96%);140(A-99%
):171(G-99%)

A;C;GA;G

A;C;GA;G

115

chr2

GCGTGTGCATTCT
AGCTTCAAC

AGAAGAACTGCCAA
GAGTTTTGTTC

63(A-98%);86(A-98%)
:172(T-97%)

AA;T

AA;T

116

chr2

ATAATTTTGAAGC
AGTGCACCATCC

CGCCAGGAGATGTT
TGTTTGTTTAT

97(C-5%, T-95%);129(
G-5%,A-95%):151(T-9

T;A;T

T;A;T

16
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5%)

117

chr2

GGCCCAAGATTTG
ATATATCTCCCA

CCTCGGGAATTAGC
AAATCTTACAC

46(C-88%,T-12%);53(
C-12%,G-88%);90(A-1
2%,G-88%);109(C-12
%, T-88%);117(C-12%,
G-88%);124(A-12%,C-
88%);184(G-88%,T-12
%):185(C-12%,A-88%)
:191(A-88%,T-12%)

C;G;G;T;G;
C;:G;AA

C;G;G;T;G;
C;:G;AA

118

chr2

TGTGGGTAATGAT
TTGTCAGTTTGT

GAAATCTCTCCAAA
CACAAGCAGAA

73(G-22%,A-78%):77(
G-22%,A-78%):81(C-2
2%,G-78%):84(G-22%,
A-78%);106(G-78%,T-
22%):138(C-22%,T-78
%)

AAGAG;
T

AALGAG;
T

119

chr2

TAGGGAAACAAGC
ACATCATCCTTA

CTGCTACAAGAAGG
GCAACATTAAT

No_variant

No_variant

No_variant

120

chr2

AATACATGCGGAG
AGTAACTCGATT

ATTTGCCCAATCGTT
TCAACTTTCA

37(G-18%,A-82%):67(

A-18%,T-82%);82(A-1

8%,T-82%);83(C-18%,

A-82%):87(G-18%,C-8
2%):124(C-18%,T-82%
):155(A-18%,G-82%);1
63(A-18%,G-82%);190
(C-18%,T-82%);203(C-
82%,T-18%);208(A-18

%,G-82%);209(A-18%,
G-82%);212(C-18%,T-

82%):215(A-18%,G-82
%)

AT, T;AC;
T;G;G;T;C;
G;G;T;G

AT, T;AC;
T;G;G;T;C;
G;G;T;G

121

chr2

GATTCCGAGGTTG
ATCCGAGAGATG

GCTAAGGTGCAATA
TACAACACCTC

81(C-89%,T-11%);111(
G-29%,T-71%);115(A-
11%,G-89%); 134(A-11

%,G-89%);136(C-82%,
T-18%);137(G-18%,C-

82%):146(A-18%,G-82
%):174(A-11%,G-89%)
:191(A-11%,G-89%);2

13(C-82%,T-18%)

C,T;G;G;C;
C;G;G;G;C

C.T;G;G;C;
C;G;G;G;C

122

chr2

TTACCCCATCAAC
GGCGC

AATGGCAAGTTTTG
AGAAGAGTAATT

30(A-16%,G-84%); 104
(C-84%,T-16%);108(G
-20%,A-80%);114(C-8
0%, T-20%);128(G-96
%);137(C-84%,T-16%)
:139(G-20%,A-80%); 1
46(A-84%,T-16%);171
(A-16%,G-84%);172(A
-80%,T-20%);173(C-20
%, T-80%);208(A-96%)
226(C-84%,T-16%)

G;CA;C,G;
C.AA;GA;
T;A;C

G;C;A;C;G;
CAAGA;
T;A;C

123

chr2

CAATGATGGTTTA
CTTCAGAGACGC

GCAAAACCCTTTAA
TCCCAGTTAGT

61(G-99%);103(T-99%
);184(T-99%):210(G-9
9%):227(C-99%):242(

A-99%)

G;T;T;G;C;
A

G;T;T;G;C;
A

124

chr2

TATTAGCCTATAG
CCAGGTCCAAAC

GGCTTTTGTGCGAT
GATTCCTG

64(G-90%,T-10%):65(
C-90%,T-10%);162(C-
10%,T-90%)

G;C,T

G;C,T

125

chr2

GATAGATGTGATC
CTGGTTGGTGTA

GGCTTGAATAGTTT
GCTCATGAAGT

57(G-95%);78(A-16%,
C-84%):82(G-95%);10
0(G-95%);143(T-95%);
144(T-95%);160(T-95

G:C;G:G:T;
T;T;A;T

G:C;G:G:T;
T;T;A;T

17
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%);195(A-95%);213(T-
95%)

126

chr2

ATCATGAGTGCAC
GGAATTGATTAG

CAAAAGAAGCTAGC
AATTAGGCCTT

51(T-96%);102(C-93%,
T-7%);127(A-96%); 12
9(A-7%,T-93%); 130(A
7%,C-93%);140(G-7%
,T-93%);146(G-11%,C-
89%);150(A-7%,G-89
%):195(C-7%,G-93%);
206(G-7%,A-93%);212
(A-11%,G-89%)

T.CA;T,C,
T.C;G;G;A;
G

T.CA;T,C,
T.C;G;G;A;
G

127

chr2

GTCAGCTCGCCGT
CGTTG

CATCCTACCCTCTCT
CACTAACAC

30(G-12%,A-88%):45(
G-6%,A-94%);50(C-98
%):63(G-98%):67(A-9
6%);68(C-98%):69(C-9
6%);82(C-96%):125(G-
6%,A-94%);130(C-96
%);159(C-96%); 160(A-
96%);162(C-96%);172(
A-7%,G-93%);191(C-9
6%);192(G-98%);198(
C-6%,T-94%):199(G-9
8%):201(C-98%):202(
A-6%,G-94%);239(T-9
8%)

A;ACG;A;
C;C;C;A;C;
C;A;C;G;C;
G;T;G;C;G;
T

AACGA;
C,C,CAC
CA;C;GC,;
G.T;G;C;G;
T

128

chr2

GCTACATGGAGCT
ACACATATGAGA

CTTTTGGTTCTGCAA
TGATCTACCC

44(A-13%,T-87%);143
(C-17%,T-83%);144(G
-17%,A-83%);145(A-1
3%,G-87%);153(C-17
%,T-83%);160(C-87%,
T-13%);227(C-96%)

T.T:A;G:T,
C;C

T.T:A;G:T,
C;C

129

chr2

AGTTGGACTTATA
TGTGGGCTCAC

CATGTGTACATGTA
GGCGGTAGG

40(C-96%):48(A-96%);
66(C-83%,T-17%);81(

C-17%,T-83%); 146(T-

96%);150(C-87%,T-13

%);152(A-17%,C-83%)
:187(A-17%,T-83%);18
9(A-13%,G-87%);196(

C-83%,T-17%)

CACT.T,
C;C;T;G;C

CACT.T,
C;C;T;G;C

130

chr2

AGGAGCAGACTAA
TCGAACTATGAT

AAGTGCCTGATGGT
AGCCATATG

70(A-16%,G-84%);107
(C-16%,T-84%);108(C-
16%,G-84%);127(G-16
%, T-84%); 138(A-12%,
T-88%);143(G-16%,A-
84%);144(C-16%,A-84
%):170(C-84%, T-16%)
:188(C-84%,T-16%)

G;T;G;T;T;
AACC

G;T;G;T;T;
AACC

131

chr2

TCTCCATTTTTCTT
GCTGCTTTTCA

TGACTTTGAGTGAG
TATGTGTAGCA

198(A-30%,G-70%)

132

chr2

CATGTACAGTTCA
GCCATACAACAG

TGGAGACACGTACG
TATCGTATTC

46(G-8%,A-92%);54(G
-8%,A-92%);57(G-92%
,T-8%);60(C-35%,T-65
%);80(C-10%,T-90%);
88(C-92%,T-8%);115(
C-92%,T-8%)

AAGTT,
C.,C

AAGTT,
C.,C

133

chr2

ATTACTACAAAAA
GATCGGCAAGGC

CCTTTCTTAGAATTG
GAGGACTTGC

93(A-15%,G-85%);122
(C-15%,T-85%);186(C-
85%,T-15%);204(G-31
%,C-69%);206(C-15%,
G-85%);243(A-15%,G-
85%);247(C-85%,T-15

G;T;C;C;G;
G;C;G

G;T;C;C;G;
G;C;G

18
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%);249(A-15%,G-85%)

134

chr2

GGTCGTGGCCCTT
CATATTTATAGA

AGTCTCCCATCACA
AATTGGACTTT

63(C-17%,T-83%);72(
C-96%):83(G-17%,A-8
3%);112(C-17%,T-83%
):235(A-17%,G-83%)

T;C;A;T,G

T;C;A;T,G

135

chr2

AACTCTCCTAATTT
AGGGCGTCTTT

GGGGTTGTTTATTTT
CTAGGGGCTA

48(C-69%,T-31%);59(
C-31%,T-69%):88(C-6

9%, T-31%);91(C-86%,

T-14%);96(G-69%,T-3

1%);118(C-31%,T-69%
):162(C-31%,T-69%);1

70(C-12%,G-88%);181

(G-31%,A-69%);222(C
-69%,T-31%);236(C-31
%, T-69%)

CT,C;,C;G;
T.T;G;A;C;
T

CT,C;,C,G;
T.T;G;A;C;
T

136

chr2

TATTAATGAGTTG
ATGGCGATGCAC

TCTCCCCTTAGTGAT
CAGCTGAT

37(A-23%,G-77%):76(
G-23%,A-77%);102(C-
23%,A-77%);107(A-77
%, T-23%);142(T-96%)
:157(T-96%)

G;A;AAT,

G;A;AAT,

137

chr2

CTAGTGATTTGTA
GCATTGCAGTGG

CATCAACCCTCACA
AATCGTATGAC

46(G-25%,A-75%):47(
C-75%,T-25%):96(C-2
5%,T-75%);121(A-25
%,G-75%);122(A-75%,
T-25%);145(G-25%,T-
75%);217(G-25%,A-75
%)

ACTGA;
T;A

ACTGA;
T;A

138

chr2

AATTGTCGCTCGCT
CGGC

GAGACAAAAGGGG
AGCATTAGTG

34(A-25%,G-75%);73(
A-96%):76(G-99%);94
(C-75%,T-25%);102(C-
25%,T-75%):103(C-75
%, T-25%); 106(A-75%,
T-25%);165(G-25%, A~
75%);192(A-25%,G-75
%):222(C-29%,T-71%)

G;A;G;C;T;
CAA;GT

G;A;G;C;T;
CAAGT

139

chr2

TAGGTTCCTTTGTG
CACATTCTACA

GAGCACGATGATAG
GACTTGGTG

51(G-29%,A-71%);94(
C-25%,T-75%);114(C-
74%,T-26%):120(G-25
%,A-75%);130(C-75%,
T-25%);134(A-25%,G-
75%);143(G-25%,A-75
%); 190(A-25%,C-75%)

AT;CA;C,
G;A;C

AT;CA;C,
G;A;C

140

chr2

AGAGAAAAACATG
CATTTCGTTTCA

TCCATCGATCTATAC
CTGATGCATG

37(A-99%):45(A-16%,
G-84%);58(A-16%,G-8
4%):71(A-17%,G-83%)
:77(A-99%);78(C-84%,
T-16%);83(A-99%);85(
G-20%,A-80%);86(C-2
0%,A-80%);92(G-99%)
:93(C-99%);103(G-20
%,C-80%);105(A-99%)
:107(C-97%);111(C-84
%, T-16%);112(A-97%)
:114(G-16%,A-83%); 1
15(C-84%,T-16%);116(
G-8%,C-90%);119(C-2
0%,G-80%);121(A-16
%,G-84%);125(C-20%,
G-80%);138(G-20%,A-
80%):146(C-97%)

A;G;G;GA;
CAAAG;
C,GACC,
A;ACCG;
G;G;A;C

A;G;G;GA;
CAAAG;
C,GACC,
A;ACCG;
G;G;A;C

141

chr2

TCTTGAGTTGCTTT

CAGTGTGTCAACAT

No variant

No variant

No variant

19
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GTTCACCAATT TGTGATCATCA
GATTTTTGGTTGCA | ATGAGGGGGCACTG
142 chi2 | T GTATTGGE TCCA 143(G-8%,C-92%) C C
TTGTAACTAGTCTT | ACTCCTCCACAACA
143 chr2 | TCTCCCTCATG ACACATATGTA 156(C-42%.T-58%) T T
40(A-44%,G-56%):63(
A-44%,G-56%);137(G-
44%,A-56%);141(G-44 A/G;A/G;A/
144 iy | TCATCGAATTGCCT | AGGAGAGGTTGCTA | %,T-56%);183(G44%, | AA:GiGiG; | GiG/T;A/Gs
TAACACTACCT TAGCTTTTGG A-56%);187(G-44%,C- | G;C;C;T C/G;C/T;C/
56%);214(C-44%,T-56 T;C/T
%);237(C-44%,T-56%)
2240(C-56%,T-44%)
AGAACGAGAGAAA | AAGAGCTTGGCACT
145 chr2 GAAACAAGCAAG | AAATTGAGTTC 37(A-70%,T-30%) A A
131(A-8%,G-92%); 136
TGGTAAATCTATTT | AAAAGTTAAAGCTC | (C-8%,T-92%):150(C-9 | .. . .
146 b2 | CGTGCAAGGTG CCGTCGATTAG 2% T-8%):194(C-92%, | S TCC GTCC
T-8%)
39(A-34%, T-66%);40(
A-34%,T-66%);104(C-
147 ¢y | CCTCGTTCCAGGC | CTGATGCGTTTGACT | 92%,T-8%); 187(C-66% | TST;C;C5A; | TiTiCiCA;
AACGAC CCAACTC [T-34%);188(G-8%,A- | T T
92%);191(C-8%,T-92%
)
148 chr2 gi??ggﬁéigT é?é‘igiiTTCCTGCTTTC No_variant No_variant No_variant
52(A-42%,G-58%); 102
(C-42%,A-58%);126(C
149 iy | GCAGCTTTGAGAT | AAGGATTTGAATGC | -59%T-41%):173(C-58 | GAC:CGs | GiAIGCGs
GATCGAGCA ACGCCTTC %,T-42%);206(A-42%, | T T
G-58%);213(C-42%,T-
58%)
GCTCCAACGACGA | CACTCCTATCAGAA | 41(A-96%);65(C-95%, | . ,
130 chr2 CCCCA CACGTACCATC T-5%) AC AC
40(G-95%,T-5%); 141(
C-75%,T-25%);145(C-
0, 0, . 0,
151 iy | ATCAAGGATCATT | GCTCATCACCAACT 9G5/75T/§{g;(4c7(7C555T/ G:C;GGC; | GiCiCiGiCs
GACTTCCTACCT TCTTGACCTAT D594 184(G.06%, 187¢ | TG G:C;G
C-75%,T-25%);219(A-
25%,G-75%)
59(C-86%,T-14%);73(
TACGCAATTACGC | TTGCTTGCAAAATA | A-79%,T-21%);101(A- | ~ . .
152 chr2 | ATGTTTTCAT TTGTCTTGCAC 14%,T-86%);1)86(A€21 CATC CATC
%,C-79%)
93(C-33%,T-67%);104(
C-82%,T-18%);106(C-
96%);108(A-18%,G-82
CAAAAGGCATTGG | GCAATCGCTCTTCGT | /0s121(C-14%,A-86%) | T:C:CGA; | TICGGA;
153 chr2 ATTTCAAGAATCT CCTTTATTT ;128(C-27%,T-73%);13 | T;G;C;G;T; T;G;C;G;T;
4(A-27%,G-73%);139( | G G
C-96%);147(G-96%);2
00(C-22%,T-78%);204(
A-18%,G-82%)
37(A-33%,G-67%):39(
A96%);51(C-T6%,T-2 | o\ om | oy
L4 iy | TTCACACCGTTAGT | GCTCACCAGCAGCG | 4%);61(T-96%):89(C-3 gféfg’é’,g_ gféfg’é’,g_
CACAGTAATGT ACAT 3%, T-67%);90(A-5%, | 77 | AR

G-95%);116(A-5%,G-9
5%);128(A-96%);138(

20
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A-5%,G-95%);139(A-6
%,G-94%);144(C-96%)

155

chr2

ATCTTTCAATTCCA
GCAGTACCATG

GGGCTCTTTAGTCCC
AGTTGAT

53(C-31%,T-69%);54(
A-31%,T-69%);55(C-9
4%,T-6%);56(G-23%,C
77%);78(C-31%,T-69
%):80(T-99%);87(T-99
%):94(C-99%);131(C-2
5%,T-75%);134(C-31%
,T-69%);135(C-99%); 1
41(C-77%,T-23%);147(
C-95%,T-5%);156(A-5
%,G-95%);158(C-99%)
:161(C-99%);164(C-99
%):168(C-94%, T-6%);
169(A-23%,G-77%);17
3(G-99%);174(A-6%,G
-94%)

T;T;C;C;T;T
;T,CTT;C,
C,C;G;C;C;
C;C:G;G;G

T, T;C;C;T;T
;T,CTT;C,
C,C;G;C;C;
C;C:G;G;G

156

chr2

TTGGCTCTCAGATC
TGGTCGTAT

CGCATAAAACCCTA
AAGTTGGACAT

41(C-94%,T-6%);79(C-
73%,T-27%);119(A-6
%,G-94%)

C;C,G

C;C,G

157

chr2

TGTCCTAATTAAC
GTTGCAAACTTG

ACGTCTACACAAAC
TACACGGATAT

64(G-10%,A-90%);109
(C-10%,A-90%); 120(A
-34%,G-66%);131(A-1
0%,G-90%); 141(A-10
%,T-90%)

AAGGT

AAGGT

158

chr2

TTGAAGTTTTGATT
GTGGTTCCTCC

CTTGGATTTCTACTG
TCCATGGTTG

90(C-9%, T-91%);117(
A-9%,G-91%);124(C-9
1%,T-9%); 165(C-91%,
T-9%);173(C-91%,T-9
%):174(G-99%);209(A
9%,G-91%);211(C-97
%)

T,G;C;C,C;
G;G;C

T,G;C;C,C;
G;G;C

159

chr2

ATCCTCTCTCCATC
ACCTCAAAAAT

TACTGCATCAAACA
AGCTTAACAGG

36(C-50%,G-50%);69(
G-50%,A-50%);74(C-5
1%, T-49%):84(G-50%,
A-50%);98(C-50%,T-5
0%):134(C-50%, T-50%
):172(C-50%,T-50%); 1
76(C-96%)

C/G;A/G;C/
T;A/G;C/T;
C/T;C/T;C

C/G;A/G;C/
T;A/G;C/T;
C/T;C/T;C

160

chr2

TTTCCGATTTCAAT
GTAAGTGCGAA

CGAACTAAATGCTA
TATGGGAGCCT

No_variant

No_variant

No_variant

161

chr2

TGTGGTTTTGAGCT
ATATGTTGAGT

TACAAGAATCATGT
AGAAAGGCACG

77(G-6%,T-94%);100(
G-6%,C-94%);144(C-9
4%, T-6%);149(C-6%,T
-94%):160(C-94%,T-6

%);161(C-94%, T-6%);

178(A-6%,G-94%);210
(C-6%,T-94%)

T.C,C;T;C;
C,G;T

T.C,C;T;C;
C,G;T

162

chr2

CCCAGATCTATGT
ATGCTCTCATGA

CATCCAGATGATCC
CCAAATTGTTT

74(G-6%,C-94%);78(G
-76%,T-24%);84(C-24
%, T-76%); 128(A-6%,
G-94%);129(C-82%,T-
18%);159(C-94%, T-6%
)

C,G;T;G;C;
C

C,T;C;G;T;
C

163

chr2

AACTAGCACATCC
TTTATTCCTCGT

CTTGTCGGATGGTC
AGGACAAG

41(A-9%,T-91%);109(
C-9%,T-91%):121(C-9
%,T-91%);153(C-9%,T
91%);157(C-9%,T-91
%):173(C-9%,T-91%);
184(C-9%,T-91%):201(

T, T;T;T;T;T
;TT.GG

T, T;T;T;T;T
;TT.GG
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A-9%,T-91%);203(A-9
%,G-91%):217(C-9%,
G-91%)

AGGTACATTTTACT

GATGTGCATGCCAT

164 chr2 ATGGCCCTGTT TGGGTTC No_variant No_variant No_variant
84(T-99%);116(G-99%
);156(T-99%);168(T-95
165 chr2 GTCCCTTGCTAACC | AGTGAAACTAAGCC | %);179(A-98%);194(A | T;G;T;T;A; | T;G;TiT;A;
TGTTGTTTC ATCTGTAAATGA -95%);214(G-98%);226 | A;G;G;G;:G | A;G;G;G;G
(G-99%);231(G-98%);
251(G-99%)
77(C-99%);78(A-99%);
166 chr2 AGGTTTAGTCAGA | TACTCCTAACTCGGT | 96(C-99%);99(C-99%); | C;A;C;C;G; | C;A;C;C;G;
CAAGTTTGGGTA TTACACAGAC 123(G-99%);138(G-99 | G G
%)
38(A-97%);57(C-97%);
60(C-97%);67(G-97%);
69(C-97%);89(C-97%);
90(C-97%);96(A-97%); | A;C;C;G;C; | A;C;C;G;C;
167 chr2 CGGTCCTTCTCCTT | ATCGACAGGCTCCC | 138(C-97%);145(G-97 | C;C;A;C;G; | C;C;A;C;G;
Cccce CTACCTC %);146(C-97%);158(C- | C;C;C;A;C; | C,C;CAC;
97%);159(C-97%):165( | G;G GG
A-97%);166(C-97%);1
71(G-97%);206(G-97%
CCTAACATAGTGA | CTCGAATAGAGGTC .
168 chr2 GTCGAGCTATCA TCACATGTGTG 241(G-98%) G G
169 e GTTCCCCATATCCA | GGACATTAATGGTG | -\ . No variant | No variant
¢ AATCCACTTTG GATCTGAGCTG 0_vara o_varia o_varia
TACACTCTGAAGT | TTGAGATGGAATCC . . .
170 chr2 TGCGTCCC AGCGTGATTTT No_variant No_variant No_variant
47(A-81%,T-19%);115
(C-81%,T-19%);141(C-
0 _100/)- N
17 cheo CGAGGAAAATCGC | GATGTGCAGGGAGG f/ol ?_’ITQ(}/?),/%;?(%ESCI% A;C;C:C:C; | A:C:CCiC;
TTCGTTTGT TCACTAG T19%):181(A-19%.G. G;C G;C
81%);191(C-81%,T-19
%)
73(A-20%,G-80%);138
(C-80%,T-20%);139(A
CTCTCTCTCCACTC | CGCCCACCAATTTG
172 chr2 -20%,T-80%);142(G-8 G;C;T;G;A G;C;T;G;A
AATCTCTCAAG AATAAGATCAT 0% T-20%): 167(A-80
%,T-20%)
TTTTTATACGCTGC | GTTGTCGATTTGAGT . . .
173 chr2 GTGGGCC TGAGCTTCTC No_variant No_variant No_variant
CACCGGCCTGAAC | CTCGGAGCCCACGA | 51(T-96%);63(G-96%); | 1. ~. L
174 chr2 | caaTCA ATCTG 131(T-96%) TGT TGT
GCACCATTTCTTCT | TGTGACCTAAACTT .
175 chr2 CTTTCCTG CAGAAGGGTT 207(A-98%) A A
CCTGGATTCCGGC | GAACACGTTAAAAT . .
176 chr2 GAGATG CATCGCACCTT 61(A-7%,G-93%) G G
GATCCTGTTCCAC | CTGTTTTTGGTTCAA . .
177 chr2 ACATGCTAGT GTTTTCCAGT 155(C-94%,T-6%) C C
ACACAATTTTTATG | ACGAAAGCCTTGTT ] ] ]
178 chr2 GOGOTGGATIC TTGTTITCCTTA 40(T-96%);56(G-96%) | T;G T;G
48(G-67%,A-33%);56(
_67° _210/). _
179 e ATTTGTATACACGT | CTACCTAGCCATCA 3G306/7;’?7;3;/1°§51(4§’(§ AA:CG,C; | G:GT:G;T;
¢ GACTAGTCCCC TAGAGGGTGAG > e C:G,T;C;T | T:T;C;C;C

%,G-92%);167(C-33%,
T-67%);169(C-41%,T-
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59%);178(G-33%,T-67
%);182(C-67%,T-33%)
218(G-8%,C-92%);23

9(C-67%,T-33%)

CTAAAGGCAGCGC | CGAACGTTATATTC
180 chi2 | TAGTCAAATGAG | CAACCGCTAAG 153(C-25%,T-75%) C T
181 hr2 CAAAACAAATCTG CTCTACCTTTGGATA N riant No variant No variant
chr CACGGCAC CGACCATCAT 0_vana — —
18 2 GATCCGACAATTT | CCTCTACAGTTTGTG | 89(T-99%):95(C-52%, | . .0
CCCTCAATTCAG TGGTTGAAAG A-48%) ; ;
_719, _700/.)-
183 - TTGTAAACGTTGA | CCGTTTTCTTTCGTA 13_(;90; 1(?3%(5?@,81((8_( CCC CCC
chr TTCAGCCAAACA ATATGAACGG o °)> s s
29%,C-71%)
49(A-59%,C-41%);81(
GTTTTAGGTGCCA | CCTAGATTTATCCA | C-59%,G-41%);163(C- | .. o
. chr2 ATCAGATCCC GAACAGGAGCA 41%T-59%):168(A-59 | NOTA CGCC
%,C-41%)
CAGCCTTTGTCCAT | TTCGACGGATCTTA . .
185 chr2 CGTAATAGTTG AGATTGACAGA 154(A-8%,G-92%) G G
186 o TCATAGAGAGGGT | TGTACCTCTGCAGA | 167(C-99%);181(C-99 | (..~ cc
¢ ACGATCAGATGA | GATCATATACG %) ’ ’
187 b2 GCAACTTTATACTC | GATGTGTACTGGTA | 130(C-65%,T-35%):21 | .- CA
AAAGCATGGCA GCATTGTGTTC 3(A-65%,T-35%) ; ’
188 hr2 TCACGCAATCGGG TGTGAACTGATGTG N riant No variant No variant
chr CATATATATACT CATTTCATGAA 0_vara — —
2100/ T_R19/4)-
18 iy | GCCGACACTACAT | TGGTTTGTAAATTCA é?gfl}/f ?39;)1)/;)2(1)(5 TG TG
TTAGCCATTATT CCAATATTACCA A% C81%)
ACACTAGTACCTC | GCCGTAGCAAATAC R .
190 chr2 TGATCTCTGTAGA | AGAGTAAGC 89(C-58%,T-42%) T C
50(G-99%);52(C-87%,
T-13%);58(C-21%,A-7
9%):64(A-13%,C-87%)
. _QRO/Y. _ CA-C-G CAC-C
CTGGACTTGATGA | GTTGATGCTGAACA | :50(G-98%)110(A21 ) GCACG: | GGAGG;
191 chr2 GGAGTICTOTC AAGOCG %,G-79%);114(C-13%, | G:T;G;AA; | G:T;G;AG;
T-87%);130(A-13%,G- | C C
87%):164(G-21%,A-79
%):174(A-13%,G-87%)
:204(C-87%,T-13%)
AATCATTTCAGAC | GGTCCATGTGAGTA .
192 chr2 CTTTTTGGCACA TGTGATCAGTA 50(G-12%,T-88%) T T
102(T-98%);182(G-98
TCATGGTAGATAG | GGATGGATGCGATG | ,, - o o o
193 chr2 TACGAAGTOCCT COAGT 9/;)0,/1 )86(C-99 %):227(T- | T;:G;C;T T;G;C;T
0
60(G-94%, T-6%);86(A
11%,G-89%);94(C-94
0 _(O/)- _4720,
194 ch3 CTTCTGTTTCAATC | GATCCATTCGTCAA /.;.)’7]; /(;/10;%1(%: (2C6 (;3 é) ’7T G;G;C.T;G; | G;G;C;T;G;
- 0), - 0,J- ol Nal
GAATGGAGGTG AATGATGCCTT 1 148(C-0a% 6% | GG C;C;G
:167(C-74%,T-26%):20
1(G-95%)
36(G-10%,A-90%);39(
C-10%,G-90%):48(C-9 .
5%):65(G-10%,A-90%) Zgj%gi%/
. ~100 _009,)- > > CCA-Cy
105 o3 GAGCCCATTTCTTC | GTAAAAAGGAAGGC ’c9 _39((‘; A)lg _/i”OG%?,Ol(/)“I)E%S_( T;C/T;A/G; é’g’g,’éﬁg’
TTCTTCTTCAC CACAACACTAG 50%.T.10%) 113(G-10 (c:/i/gT/TAfx AATAC
%,A90%);121(C-10%, | 702

G-90%);141(C-90%,T-
10%);146(C-10%,A-90

23



NY/T XXXX—202X

%);150(G-10%,A-90%)
:165(A-5%,T-95%);174
(C-10%,A-90%);194(C
-90%,T-10%)

71(A-8%,G-92%);72(C
-27%,T-73%);101(C-27
%, T-73%);115(C-10%,
T-88%);157(A-12%,G-
88%);166(C-82%,T-18

TTTTACATTTGGAC | CCATTTATTAAAAA | /*s173(A-12%,G-88%) | GT.T.T,G; | GTT,T.G;
196 chr3 CCCACGAAAC GAAGGTTGGCACA ;176(C-27%,A-73%);1 C;G;AA;G; | CGAA;G;
95(G-6%,A-94%):196( | C:G;C;G C:G;C;G
G-94%,T-6%);198(C-9
2%,T-8%);203(A-18%,
G-82%);209(C-82%,T-
18%);220(A-8%,G-92
%)
42(T-95%);44(C-5%,T-
197 o3 TTCCTAAGAAAAA | CTGGTATTGCTCGTG | 95%):91(A-5%,T-95%) | T;T;T;G;C; | T;T:T;G:C;
TTCCCCAAAGCC CGAAATG :101(G-95%);119(C-95 | A A
%):141(A-95%)
94(C-99%);156(T-99%
108 b3 GAAATGACACAAC | TCCTAGAATTTGAA | );168(G-99%):196(T-9 | C:T;G:T;G; | C;T;G:T;G;
CTACAGCTGAAA | AGGGCTTGACT 9%):198(G-99%);202( | A A
A-99%)
199 o3 TGTATCCTCGCTTT | GTCAAGGGATTTGA | 111(C-16%,T-84%);19 | . T
TACCATTGAGT GGAAAAGGATT 2(C-16%,T-84%) ’ ’
45(G-8%,A-92%);54(T
-98%);58(C-8%,A-92%
):105(C-8%,T-92%);:12
1(G-95%)147(A-97%) | x o x rce | aoe aice
200 o3 AAGGCAAAATAGG | GACGCATCGGCAAC | ;149(C-8%,A-92%);15 23},‘%’%’% 23},‘%’%’%
ATCATTAGCTGC TTCG HG-92%,T-8%1S7(C | e | e
95%);159(A-8%,G-92 | s
%);187(C-95%);188(C-
92%,T-8%);190(C-99%
)
TAGTCCAATTTTGA | CCTTCCATGGTGAG
201 chr3 AGAGAGGGGAG ATGGTOAC 186(G-8%,A-92%) A A
88(G-32%,A-68%):99(
A-32%,G-68%);112(A- AGA/GA/
02 b3 GCCCTGGTAGATA | CAAAGTGGCAGCCA | 32%,C-68%):137(G-32 | AGiCTGs | cgipaiG.
TAGGGTAGCTAT TGTCG %,T-68%);149(A-32%, | T P
G-68%);183(C-32%,T-
68%)
73(A-90%, T-10%);74(
C-10%,T-90%);76(C-1
ATTACATGTCACA | CCAACTAATTTCTGC
203 chr3 0%,A-90%);77(G-90%, | A;T;A;G;C A;T;A;G;C
AGTCAGCAATCC TGACTTGTGT TL109): 101 (A 10%,C-
90%)
TCTATGCTTATCCT | TTCCAGTATGTACTC | 47(C-99%);137(C-99% | . . .
204 chr3 ACTCTAAACGTT GTCCCAAATT ):169(T-99%) CGT CGT
73(C-82%,T-18%); 74(
G-27%,A-73%):88(A-2
ATGAAATCACATG | ACTGCGATTAAAGT
205 chr3 7%,G-73%);109(G-18 CA;G;AA CA;G;AA
GCTTTGGCTTAA AGTGCTTCAAC Yo A-829%), 1 T4(C-18%,
A-82%)
AACGAATTATTAT | TCTGTTTGATTGGAG
206 chr3 CCTTTCCACCCT ACCTTGTCTG 194(C-40%,T-60%) ¢ T
207 3 TCATTAATTTGCAA | AACTGGACCAATGT | 84(G-54%,A-46%):90( | A;G;A;G:G; | G:G;T;G:A;
CAAGCTAAGCG TTTCAGCATAG G-98%):103(A-44%.T- | A A
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56%);111(G-98%);123(
A-56%,G-44%);140(A-
98%)

208

chr3

GATCCAAATAATG
TCAAAGGCCCAA

TTTGACTACCGCTAC
TTGACTACAA

73(G-17%,A-83%)

209

chr3

GTCATGAGGATCA
ACTACTTGAAGC

CTACAAGTCATGCA
TTCTAAGGTGC

73(T-99%);81(A-99%);
92(C-99%):106(T-99%
):134(A-27%,T-73%);1
49(G-99%):153(T-99%
);154(T-99%);208(A-9
9%);213(G-99%);218(
G-18%.T-82%)

T:A;CT;T;
G T;T;A;G;
T

T;A;C TS T,
G;T;T;A;G;
T

210

chr3

GACTAACTTGTCG
CATACAGCTAGT

CTTTGGGTTGATCTC
CCTCTTCTC

59(C-32%,G-68%);69(
C-48%,T-52%):84(A-3
2%,G-68%);98(C-67%,
T-33%);128(C-99%); 1

31(G-99%);137(G-99%
):140(G-99%)

G;T;G;C;C;
G;G;G

G.T;G;C;C;
G;G;G

211

chr3

AAAATCGAAGTCA
TGAGCACATTGT

TGTATAATCCCTGTT
GGTTTGACCT

111(A-92%,T-8%);123
(C-92%,T-8%);133(C-6
%,A-94%);144(C-6%,T
-94%);161(C-6%,T-94

%):188(A-25%,T-75%)

A;CAT;T,

A;CAT;T,

212

chr3

GAAATGGCGAGAT
GACTTATTTCAC

CCCATGTAATTGAT
CCCTCCTCTAA

94(C-77%, T-23%);98(
G-23%,T-77%);164(G-
77%,A-23%);169(C-77
%,G-23%)

T;G;A;G

C;T;G;C

213

chr3

GGATTCGACTAGG
CGAGTACTACTT

CTTGTGTGATAACA
ACATTCAGCCT

42(A-76%,C-24%):65(
C-76%,A-24%);98(G-9
8%);113(A-76%,G-24
%);120(G-76%,A-24%)
:137(C-76%,T-24%);15
3(A-76%,C-24%);159(
G-76%,A-24%);161(G-
76%,A-24%);163(A-76
%,G-24%);187(C-76%,
A-24%);193(G-76%,A-
24%)

C;A;G;G;A;
T;C;AA;G;
AA

A;C;G;A;G;
C;A;G;G;A;
C,G

214

chr3

GAGATGAAGAGGG
TGGCGG

CCCGGGAAGGAAAT
GAAATCTAAAA

34(G-98%);83(A-98%)
:163(T-98%)

ND

ND

215

chr3

AGGTAATTAATTA
TGGGCTGCTTGC

TGGTGTATATTCTAA
TTTACTAGTTTTGCA

118(A-99%);133(C-99
%);162(G-99%);226(A
-36%,G-64%)

A;CG;G

A;CG;G

216

chr3

CTCGAGTTGCTAG
AAATTACAGCAG

GTAGCTGGATCACA
ATGCCCTC

80(G-27%,A-73%);112
(G-27%,A-73%);117(C
-27%,T-73%);150(G-2
7%,A-73%);175(G-27
%,A-73%);178(A-27%,
G-73%);180(C-27%,T-
73%):192(G-27%,A-73
%):195(G-27%,A-73%)
:199(C-78%,T-22%):20
4(A-10%,T-90%)

AATAGA;S
G T;AAT,
T

AATAA,
G;T;A;AC;
T

217

chr3

ATATTGCATGTAC
ATGAACACTGCG

GAACCAACCAGTTG
CTCAAGATAC

103(C-33%,A-67%);10
4(A-33%,G-67%);115(
G-33%,T-67%);140(A-
67%,T-33%); 144(A-33
%, T-67%); 147(A-33%,
G-67%)

A;G;T; AT,
G

CAGT;A;
A

218

chr3

AGACTATATGTGT
ACATGGAGTGCC

GTAAGTTCTTGTAAT
ACCCCATGGC

69(G-10%,A-90%);162
(A-10%,G-90%)

AG

AG
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219

chr3

CTCTTGCGTATAG
ATGGCTAGATGG

TGTGATGGATTTGG
TATGAGTGTAT

37(C-6%,T-94%);53(C-
6%, T-94%);59(G-6%,
A-94%);67(C-94%,T-6
%);118(C-94%,T-6%);
124(C-94%,T-6%);134(
A-6%,G-94%);141(G-9
4%, T-6%);167(C-94%,
T-6%);169(G-6%,A-94
%):187(C-66%,G-34%)
221(A-6%,T-94%);224
(A-6%,G-94%);231(C-
6%, T-94%)

T.T;A;C;C;
C;G;G;CA;
G;T;G;T

T.T;A;C;,C;
C;G;G;CA;
C.T.G;T

220

chr3

CAACACCTAGTAG
ATCGGGTCTAAG

TGACTCCTGGTGTTA
GAGTTTGATC

53(A-28%,G-72%);101
(C-72%,T-28%);137(G
-28%,T-72%);143(G-9
9%):148(C-28%,T-72%
):159(G-28%,A-72%);1
79(C-28%,T-72%)

G;C,T;G;T;
AT

G;C,T;G;T;
AT

221

chr3

GTGGGCACAAAAT
AGAACTCGTATC

TATCATCGTTGAAA
TAGTTGCCTGC

137(G-35%,A-65%); 15
1(G-35%,A-65%);164(
G-35%,A-65%);169(C-
35%,T-65%);184(G-35
%, T-65%); 190(C-35%,
T-65%)

AAATT,
T

AAATT,
T

222

chr3

CTGCACTTCTGCTT
CATCGATTTTT

GAGCCTAATCCAAC
AAACGTAGATA

No_variant

No_variant

No_variant

223

chr3

CAACGCTCCAGAC
TCGCC

GAGGCAATCTCGGC
TAGTTTCT

105(C-32%,T-68%);10
9(C-68%,T-32%);148(
A-68%,T-32%); 149(G-
32%,A-68%);204(C-68
%, T-32%);233(C-32%,
T-68%)

T.CAAC;

C,T;T;G;T;

224

chr3

ACAAATTTTGAAT
CGCAGAATGACT

TATCGAGATACATC
ACACGTTCACC

65(G-28%,A-72%);100
(A-28%,G-72%);152(C
-72%,T-28%);163(C-95
%):175(C-72%, T-28%)
:232(G-28%,A-72%);2
34(C-28%,G-72%);237
(A-28%,G-72%):254(G
-28%,A-72%)

A;G;C;CiC;
A;G;G;A

G;A;T;C;T;
G;C;A;G

225

chr3

ACAAGCTAAGAGT
CACCAATTACCT

ATTGCGAAAAACTT
GAAACACTTCG

48(C-96%);88(A-31%,
T-69%);109(A-88%,T-
12%);121(G-88%,T-12
%):168(C-12%, T-88%)

C,T;A;G;T

CAAGT

226

chr3

AATATATGGGATC
AAGCTATTCGGT

TCCGTCGGTTTTCAT
TTTTCCAC

No_variant

No_variant

No_variant

227

chr3

ATTAGCATGAGAC
TGTGTGAGCTAT

GGCTGACGACTACG
AGGC

51(G-32%,A-68%):77(
A-32%,G-68%):88(G-3
2%,A-68%):89(A-32%,
C-68%);116(A-38%,G-
62%);125(C-68%,T-32

%):130(G-32%,A-68%)
:152(C-72%,T-28%);15
8(C-68%,T-32%);160(

C-32%,T-68%);177(C-
32%,G-68%);179(C-32
%, T-68%);186(G-32%,
A-68%)

A;G;ACG;
CAT;,CT,
G;T;A

G;A;G;AG;
T.G;C;T,C,;
C;C,G

228

chr3

TTTAAGTCGTGTTA
ACAAGGAGTGG

GAGAGGGAAAATAG
CCGCATCTTAA

70(A-74%,C-26%);152
(A-74%,G-26%);176(G
26%,T-74%);212(C-74

C.G;G;T;T

AAT,CA
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%,T-26%);213(A-74%,
T-26%)

GTATCCGCCGAGC

ATCCAATACGTTGC

77(C-42%,T-58%);101(
C-42%,A-58%);108(C-

229 chr3 AGCTG TGCCGAAG 42% T-58%):250(C-42 | DATA TATA
%,A-58%)
100(A-98%); 103(A-39
CATCATCAATGGT | TGAACATGATGCAG | , o it . .
230 chr3 TAGOTGAAGGTG | CTACGGG ?,go? ; %);137(C-61%, | A;G;C AG;C
- 0
58(C-99%);178(A-8%,
CTAAAACACCGAC | CTAGCCCCTGTCTA | G-92%):201(G-20%,T- | . o
231 chr3 ACTTCCCATTG GCCCCTAG 80%):206(C-89%.1-11 | SO T:C CGTC
%)
AGTGACTTGCATT | TATGAAATGCTCAA
232 chr3 GACTATTTTGCT GCTTGGATTGG 158(C-85%,T-15%) ¢ c
CGAACCGATAGTC | GTTATCTTGACGGA
233 chr3 CAATTTGCTATC TGTTGATGACC 197(G-15%,A-85%) A A
42(G-11%,A-89%);63(
CAAATATGTTGCA | CCCTAGGATGTACT | C-16%,T-84%);194(A- | . ~ - o
234 chr3 | ITTGTGTTGCCA | GTTGGTGATAG 18%,G-82%);195(C-98 | S T:G:C ATGC
%)
38(A-27%,G-73%):45(
G-85%,T-15%);53(G-1
5%,A-85%);72(C-15%,
_QK0/. _00Q0/.\-
535 b3 TTATGACTAGGCA | GACTTCAGTCTGAC I(ésl/g)o’fi(%;?ﬁﬁ( GGATC; | GGATC;
- 0,1~ 0), Nty Wah (YA
TGAGCATTTTGC CTGGCC G859 T 1500 156G | AGACA | AGACA
27%,A-73%);196(G-11
%,C-89%):220(G-27%,
A-73%)
GCTTATATTACTTA
236 chr3 TTGAGAAATAATT CGTTTGTC?CGCTTTAACTC 148(C-16%,T-84%) T T
CAAATGC AAAA
34(A-33%,T-67%); 185
GAGAGGGATAGAC | TTTTCTGCAAATTTC | (G-98%):198(G-33%,T | o - - o
237 chr3 CACAGACCAG TGGATCAGCT -67%):251(G-33%,1-6 | DGTT TGTT
7%)
77(G-20%,T-80%);97(
AAGTACATCATAT
CCTTTATTTCAGCAA | G-11%,T-89%);207(G- | o x +. R
238 chr3 g{{gﬁgmﬁm AATTACAAGGTGT | 34%,A-66%):219(A-97 | L LAAC | TTAAC
%):225(C-95%,T-5%)
GGGAAGGAGAGAC | TTTTTCTTTAGGAAG , , ,
239 chr3 TOCTAATTCTAA GAGGAGGOAG 42(G-96%);57(T-96%) | G;T G;T
GCAACATTGTAAA | AGTGATTTGGTCGA . . .
240 chr3 TGCGAACATGTA GAGTGTTTTTC No_variant No_variant No_variant
49(A-98%);51(T-98%);
_ORO/ ). _0ORO,
" o3 CCTGTTCTTATGTT | CCAAAACCAACCAC _712523892"2/’?32((?6(95 g“g ATiGGiG; | AT;G;G:G:;
s - 0), - VA VA
CTTTGCTAGGG TTAAAGATTTCA Vo2 4(A98Y) T | CAT C;A;T
98%)
ATACGCACAGCAG | CTGGAACCAATACT . . .
242 chr3 ATTCTTCTAGAA TCGACAAAACA No_variant No_variant No_variant
TGCTTGTAACCGTT | GCAGATGCCCACCT | 57(G-16%,A-84%);114 | ,
243 chr3 TGAGCTG CAACT (A-16%.,G-84%) AG AG
114(G-99%);131(C-82
GAGTCTCATCTAG | CACATTGTCTTGTTA | %,T-18%);167(C-82%, | . . o
244 chr3 AGCTTGCCTAAA | TGAAAGACAACA T-18%);181(A-18%,G- | G0 GCGG
82%)
GCGGCCTGCAGGT | TCAAGGAAGAAGAA
245 chr3 AAGGT GOAGCGAAT 221(C-47%,T-53%) T T
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ACCGATCGCTGGT

GATTGGGGAACGAT

246 chr3 TGAAAGAT TTGAGATGTTT No_variant No_variant No_variant
AGCCACATGAAAC | ACACCTGATGAAAA .
247 chr3 AAAAATATAAACA | ATTATTACAAGTTTC | 00(C-01%,G-39%):236 1 . C:A
oA N (A-61%,C-39%)
77(A-66%,G-34%);78(
GATATCAATTTGCT | CACTCAGAGTTGTA | C-34%,T-66%):99(G-6 o o
248 chr3 CCACCTGCTC TGAGGTTCTGA 6%,C-34%):194(C-34 | FOGGC ATGT
%,T-66%)
48(C-5%,T-95%);55(G
-10%,A-90%):61(C-95
%,T-5%);67(G-5%,A-9
249 i3 GATGTACTTTTTGG | CAAGAAAATTTGCA | 5%):80(C-5%,T-95%); | T;A;C;A;T; | T;A:C;AT;
TGTGCTTCAGA CTGCATTGACA 105(G-95%,T-5%);110 | G;G;T;T;G | G;G;T;T;G
(A-5%,G-95%);119(T-
95%);121(C-5%,T-95%
);137(A-5%,G-95%)
CAGACCAGATCAG | ATTGTTTGATCTAGC .
250 chr3 GAACTAGATCAA | TTCCGATCTG 174(T-99%) T T
150(G-35%,A-65%);17
GTGTTGACTGTTG | AACAAATAGGAAAA , ;
251 chr3 5(C-46%,T-54%):202( | A;T:G G:C;A
AGGCTATTCAC GCAACACCGG A-35%.G-63%)
55(G-10%,C-90%);78(
C-64%,T-36%);101(A-
6%,G-94%);127(G-10
. i3 CCTACTAGCAGCA | AACACAATTGAACA | %,A-90%):158(C-29%, | C:C;G;A;G; | C;T;G;A;C;
ACAGCAACT ACACACGACTA G-71%);182(A-10%,C- | C;C;G;A C.T;G;T
90%);214(C-54%,T-46
%):230(A-10%,G-90%)
:235(A-71%,T-29%)
58(A-27%,G-73%);61(
G-27%,A-73%);94(A-2
7%,G-73%);101(A-27
%,G-73%);112(C-73%,
T-27%);128(C-99%);1 G:A;G;GC; | A;GAAT;
253 chr3 iég%iE%ACAAAC gg?]]:](“}g((}: CCGCATT 38(C-27%,T-73%);142( | C;T;G;T;A,; C;C:A;C;G;
A-27%,G-73%);143(C- | T;C C:T
27%,T-73%);174(G-27
%,A-73%);198(C-27%,
T-73%);205(C-73%, T-
27%)
TGTCCAAGGCTTA | GGACGAACTGAAGG
254 chr3 TTGTAGATCAGT GTGAGATC 72(G-30%,A-70%) A G
TGAAGAGATTGCT | ATCAGCCGATGTAC .
255 chr3 AACTCCAATCAAC | TTGATGATCTC 243(G-99%) G G
CCAACATAGCTTA | AAGCAAACATACAC . . .
256 chr3 GCTGGTAAGA GCATGCAA No_variant No_variant No_variant
61(A-74%,G-26%);63(
C-26%,T-74%);78(G-7
557 i3 TTTCGCTGTGTCAC | ATTCTTAGAGCTAC | 4%,A-26%):85(C-74%, | G:CA;T;T; | A;T;G;C:C;
GTGC CATGCCTTATG T-26%);95(C-74%,T-2 | G;G AA
6%);176(A-74%,G-26
%); 198(A-74%,G-26%)
AGGAGTCTAACAA | AGAGCTCGCTGGAA
258 chr3 AATTGATTCCACA | TCGC 116(C-96%) C C
TCGGTGGTGCGGA | CGACCAGAGGCTTT
259 chr3 ACAAG COAGAAAT 119(T-99%) T T
GGATAGGGCTAGG | CTGAGCACCTTCCC
260 chr3 GAAGGACA GTOTC 150(C-98%) C C
261 chr3 CGTGTTTACTGTTT | ATTTTCGTGAAACTT | 122(G-98%) G G
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CAGTAGCCTTA GGTTCTCCAT
AGGCTGACAACCA | TTTGAAAAGGTGTG . . .
262 chr3 GGAGT TGAGGGATATG No_variant No_variant No_variant
CTACGGGATGGCC | AATCCAAGGAAACC o o
263 chr3 AAGAGTG ATACCTTCATG 89(C-94%,T-6%) C C
47(C-96%);49(G-96%);
57(A-96%);68(A-96%)
. _06%)- _ G AA-A- G AAA-
ATC CAGAAA | GTGGG TCTTCA ;159(A-96%);160(A-96 | C;G;AAA; | CGAAA;
264 chr3 CACCATGCATCT ACGTAACTCAT %);162(A-96%);181(A | AAATET; | A AASTLT,
-96%);194(T-96%);209 | C;A CA
(T-96%);224(C-96%);2
26(A-96%)
GATTTTTGCGTCAA | CAAGTAAGACTCAC . . .
265 chr3 CAACACCATTA GCTGATCTCTA No_variant No_variant No_variant
ACATCTGGGTGAT GAAGTGAAAATTGT . . .
266 chr3 TGGTTACTACTC TTGGGCACTTG No_variant No_variant No_variant
ATGTTGCATGATTT | CTGTTGCTGGTCCTT . . .
267 chr3 TGACCAAGTCT GACGAG No_variant No_variant No_variant
GGTACCAGCATAG | AGTTGGTGAATTTT
268 chr3 GTAAAAGGGTA AATTTCAAAACCGT | 149(G-73%.C-27%) ¢ G
33(G-96%);45(A-13%,
C-87%);55(G-10%,C-9
269 chi3 CCTAAATGGCCCA | TCCGAAGTGAAGAA ??;)’i,%%ﬁ??% ;71(8(:4(1(;_ G;C;C,C;T; | G;C;C,CiT;
0,1- 0), - .- .-
TGGAATGAT TTGAAGAGTCT %, T-87%):221(C-87%, T,;C;C T,;C;C
T-13%);234(C-90%,T-
10%)
45(C-8%,A-92%);85(C
GACCAATCGAGTT | TCGAGCTGCTTAAA ] . N
270 chr3 ATCCCACG GAAAGAATTCA —2‘73,3;9)2%),209(&8% AAG AAG
, - 0
GTTGATTCTCCTGC | CACTACTTGCACGA . . .
271 chr3 CATTCTGA TCACAACATC No_variant No_variant No_variant
TACGGTGTTTTCAT | AACATCAGAATCCT . . .
272 chr3 GGAGAACTTTG TGGATACCACA No_variant No_variant No_variant
73(G-98%);89(A-6%,G
-94%);96(C-6%,T-94%
. _60 _049/.)-
CCCTTCGACCATTC | CTTCCACTTGTCTCC ):117(G-6%.A-94%);12 G:G;T;AA; | GG T;AA;
273 chr3 CTCAG TGTTCT 2A96%)133(A-T%,G | G151 ) G:G:G:A
-93%);170(A-6%,G-94 T T
%);173(G-94%,T-6%);
217(A-94%,T-6%)
274 ch3 GAGTCCAATGTTA CATGCCAGCAAGTC 123(C-87%,T-13%);12 c-C c-C
ACCGGGACTAA CCCTC 8(C-88%,T-12%) ’ ’
ATATTACATATGAC
275 chr3 CACCTGTCTTTTGG ATAACCGATGATAT | No_variant No_variant No_variant
AGTAAAGAGTA AACAT
276 chi3 AGGGTGGAAAGGA | GACATCATGTCAGT 78(A-26%,G-74%);191 GG GG
ACATAACCTATT TGCAGTTGATT (A-26%,G-74%) i i
TTCCCTGGTTATTT | TCAACAACCTGCAT 115(G-99%);224(A-20 ) )
277 chi3 | ATGATGGTTGA CCGAC %,G-80%) GG GG
278 chi3 ACCTCCCTTTTATA | TGGATCTAACAGGC | 92(C-10%,T-90%);178( T.C T.C
AATGGATGTGG TTTAAAGTGGA C-92%,T-8%) i i
37(C-61%,T-39%);40(
G-61%,A-39%);49(G-9
9%);52(G-99%);68(G- [PRIpaypapy GG
279 chi3 TTGAAAAACAGTT | GTCAGTCATCATGG 61%,A-39%);76(C-61 gfgfg_’gg’ gfgfg_’gg’
o, _ 0/ _ 0/ ittt hdl Ittt gl
GAAGCACCTGTT GCAACATC %,T-39%);84(C-99%); C:GACA C:GACA

85(C-99%);93(C-99%);
104(C-99%);113(C-99
%):132(G-99%);139(A

29



NY/T XXXX—202X

-58%,G-42%);142(C-9
9%);160(A-58%,G-42
%)

280

chr3

GAGGGGAAGACCA
ATCACTTATCG

GGAAGTAGATCAAG
AGTGATTCGGT

53(T-98%);93(G-75%,
T-25%);94(G-35%,T-6
5%)

T;G;T

T;G;T

281

chr3

AGCAAAACTATAA
TAGCGGTCCAGA

TGAATTCGATTCCAT
GAGAATGTGA

73(A-20%,G-80%); 189
(C-30%,G-70%);207(A
-10%,C-90%):209(C-3
0%,G-70%);222(G-7%,
A-93%)

G;G;C;G;A

G;G;C;G;A

282

chr3

GGTACTGCTTCTCA
AACTCCTGAAA

CGTGTACACCAAGA
TATTCGTCAAG

69(A-98%)

283

chr3

TGCCAAGATCCAA
GAGCAGATT

CTCACGAACTCCTC
CGTTCC

52(C-50%, T-50%);61(
C-50%,T-50%);197(G-
99%):201(C-50%,T-50
%);221(C-50%,T-50%)

C.T,.G,T;T

C.T,.G,T;T

284

chr3

CGGCGGTATGTAA
GTTTAAGTAGTG

CTTGAAGTCCTTCCT
AGCACA

127(A-6%,G-94%);164
(A-7%,G-93%)

G;G

G;G

285

chr3

GCCATATGCGCTG
TCGTAGTC

GAGGCAATGATGGA
GATCAAGGC

32(C-99%):48(G-99%);
53(C-97%):66(G-99%);
71(G-99%);74(A-6%, T
-94%);78(G-98%);79(
G-99%);97(G-98%); 10
4(C-99%);114(C-99%);
125(C-96%);139(G-99
%):204(G-97%);213(A
-98%);221(C-97%)

C;G;C;GG;
T;G;G;G;C;
C,C,G;GA;
C

C;G;C;GiG;
T.G;G;G;C;
C,C,G;GA;
C

286

chr3

GTCACAGTCGCCT
GATCGAG

TTCGTAGCACATTCT
TTTGCAACA

31(C-62%,G-38%):36(
C-99%):39(G-98%):44(
G-98%);73(C-98%);75(
C-46%,T-54%);78(G-9
8%):80(A-62%,G-38%)
:95(C-94%, T-6%);97(G
-14%,A-86%);104(C-9
9%):109(C-95%);119(
G-62%,A-38%);132(C-
14%,A-86%);135(G-95
%);142(A-6%,G-94%)

C.;C;G;G;C;
T.G;A;CA;
C,CGAG;
G

C;C,G;G;C;
T.G;A;CA;
C,C,GAG;
G

287

chr3

TTTTTCACTTTGCA
TTGCATGTATG

TTTTATCTAAAGCAC
CCACATATGTG

70(C-99%);76(C-8%, T-
92%):87(A-8%,G-92%)
111(C-87%,T-13%);12
2(G-95%);183(A-40%,
G-60%);193(G-92%, T-
8%)

CT,G:CG;
A;G

CT,G:CG;
A;G

288

chr3

ATCAACTTCTGCCC
TTGATTTTAGC

GGTCTTCTTCTAGTG
CCTCTTACAT

43(A-26%,C-74%);61(
C-16%,G-84%);72(C-4
5%,G-55%)

A;G;C

A;G;C

289

chr3

GTTACGGTTAAGG
TTAGGGTTAGGT

TGTATACCCCTATCC
CCTATTCTTGA

44(G-98%):46(G-97%)
:52(A-99%);53(G-99%
):58(A-99%);60(C-99%
):67(A-97%);70(G-97
%);107(G-99%);116(T-
99%);128(A-97%);131(
A-99%);136(C-99%);1
39(T-99%);142(G-99%
):163(G-99%);164(A-9
9%):180(T-99%)

G:G;A;GA;
CAGGT;
AA;CT;G;
G;A;T

G:G;A;GA;
C:A;G;G;T;
A;ACT;G;
G;A;T

290

chr3

CTCTTGAATTGACT
TGAGCTTCGTT

GTTTGATCCTCTTTG
TTCAGATCCC

103(A-98%);105(C-98
%);159(G-98%);172(T-
98%)

A;C,G;T

A;C,G;T
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72(A-19%,G-81%);79(
T-96%);118(C-81%,T-

201 o3 CGGTTTAGTTAGTT | TCAAAAGATATAAG | 19%):202(G-96%):209( | G;T;C;G:A; | G:T;C;G:A;
TGTGGCTTCTT CTGGTAGGTACAA | G-14%,A-86%);217(G- | A:A AA
14%,A-86%);233(A-96
%)
56(T-98%):62(A-31%,
GTGAGCAGTGAGT | GTGATTGCATGGAT oo > . .
292 chr3 ATGCTTAGTTTC CAAATCTITGE S—)69Ay),86(A-6A),G-94 T;G;G T;G;G
0
57(T-99%);58(C-99%);
293 chr3 ?ggchCTTCTCGCC ﬁgggTAﬁgTCCCAGT 67(C-36%,T-64%):169( | T;C;T:A T;C;T;A
A-69%,G-31%)
88(G-24%,A-76%);98(
C-76%,T-24%);119(A-
7%,G-93%);143(C-24
0/ T_T760/) _70,
204 ehid GCATTGGCAATTA | GGGCGGAGGAAGTG /9"3];/;,62{;’%’(1(:677(6% /7TA”2T4 ACGT,T; | ACiGT;T;
- 0), - 0,1- T GT-C-
GGCTGCAG GATA Yo(A2aGaevey | COTCG | GGTCG
:235(C-24%,T-76%);24
1(C-76%,T-24%):248(
G-93%,T-7%)
72(C-94%,T-6%);77(T-
0/ _069.)-
295 chrd TGCAACATAATTG ACTATTGGGTGAGA 18_9/‘3%) (1?99(2_/;)5;;()))35 C,T;G;A;T; C.T;G;A;T;
GAAGTTACACTCA | TTGTGGATTCT 49(A-99%)-155(G6%, | AAC AA;C
A-94%):167(C-99%)
_QRO/ ). 700
206 hed AACCAATGTGTTC | ATGGTTGCTTTGATT 9;%3%%;::%??’ TTA TTA
cnr ATGTGTGAATGA | TGGTTCTAGG ’17'0/) ok IR B o
0
43(C-48%,T-52%);74(
GTGAAAATGGCAT | GATGCACAAATGAT | A-97%);103(C-62%,T- |  « . o
297 chrd GCATTCAACATT GCAAGGGTATA 38%):125(A-52%.G-48 | SACG06 | GAGGG
%):158(G-98%)

508 ohrd ACTCAACTTTCAGT | AGAGGAATCAATTT | 112(C-23%,T-77%):21 | . TG
TCAGCAAAGC CATACAACACGA 8(G-77%,T-23%) : :
AGGGTAAAATCAA | CACCAGACCCACCA . . .

299 chr4 AGTCCTAGATCT ACAAAAC No_variant No_variant No_variant

42(A-13%,T-87%):43(
C-87%,T-13%):44(G-1
3%,C-87%):75(A-13%, A/T;C/T;C/

300 ehid éngszxAATGGTTcii?:c GGAGGCGATGCGTA | G-87%);78(A-13%,G-8 | T;C;C;G:G; | G:A/G:A/G;

oA TAAGTGTA 7%):90(G-13%,A-87%) | A;G;C;A A/G;G;C/T,
:91(G-91%,T-9%);186( AT
C-87%,T-13%);201(A-
87%,T-13%)
78(A-16%,G-84%):81(
A-29%,T-71%);127(C-
0 710/ _

301 ehud TAGGGCCTATAGT | TAACCATCTGAACT 02/93"?4(,7/1)4{)6;(63(;9;6 GTACT; | GTACT;

0,L- 0), - 0, Nal -C-

GCAGATTTTGAA TTTGTGCTTCG TT1%y 181(A46%G. | FCA G:C:A
54%):186(A-16%,C-84
%):192(G-29%,A-71%)
64(A-98%);72(C-98%):
89(G-79%,T-21%);101
(G-98%);127(G-10%,C

AACGGTCTAGTAG | GGTGAAGCTTTTTG | 20%%171(G21%,A-7 | AGGGC | AGGGIC;

302 chrd TCGTCTAAATGT GAGOTOTTAG 9%):173(A-6%,G-94%) | A;G:T;G:A; | A;G;T;G:A;

174(A-6%,T-94%);180 | A;G;C AG:C

(A-12%,G-88%):203(C
21%,A-79%);225(C-2
1%,A-79%):227(A-12
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%,G-88%);240(A-6%,
C-94%)

68(C-82%,T-18%);93(
C-18%,T-82%);123(C-

CAGTAGTAGCGTA | CAATTGCCAGACAA C/T;C/T;C/
303 chr4 18%,T-82%);166(G-15 | — ~7=/%> C:T:T;T;A
TGCCTGTTTTTC ACAGAGCTGAA %o T 85%): 174(Ac85%, | TIG/TA/T
T-15%)
48(C-9%,T-91%):50(G
7%,A-93%);54(G-9%,
304 chid CATAGTTGACATT | TGATCTATGTAGAG | A-91%);57(C-9%,T-91 | T;A;AT:C; | T:AAT;C;
GTGCTCCGC ACCTCTTCCGG %);60(A-9%,C-91%):6 | C;C C;C
4(A-7%,C-93%);127(C
-93%,T-7%)
2094 T_709/)-
305 e AAAGATGCTAATG | ACACTTTGTATGCTG 29%(;0#%;0?9)6121( T T
chr TTAACTACGCCC CAATTTTGGT -30%,T-70%);190(G- | TT; s
30%,T-70%)
_740, _760/).
306 hed TATGATTTAGCGG | AAAGCCAGCTCACA 24(9(63/2;%8(&720/)7(:9% TCC TCC
¢ TGCTTCCTTAGA TGATTCTGTT 0%) o > o o
0
TTCTTGTTCAGAGT | TGGGGAATAGAAGA
307 chrd TCGAAAATGGT ATGGAAGAGG 77(C-98%) ¢ ¢
43(C-94%,T-6%);56(C-
CAGCCAGGTTCCT | ACTGGATCCGCTTTT | 6%,T-94%):96(A-94%, | - . e
308 ohr4 CATCTCTTG ACTCACC T-6%):105(A-6%,C-94 | STAC CTAC
%)
44(G-92%,T-8%);54(G
-8%,C-92%);73(G-92%
309 ehid TTGATGATGGTTCT | ACAGATAGAGAATG | ,T-8%):103(G-8%,T-92 | G;C:G;T;A; | G;C:G;T;A;
GAGCTTTGTTG CCTTCAAAAACT %);136(G-8%,A-92%); | A;A AA
161(G-8%,A-92%);213
(G-8%,A-92%)
66(C-48%, T-52%);86(
ATATTATGGGGAT | TGATTTTTATACTAG | C-54%,A-46%);102(C- | . o
310 chrd | TTTCTCGGCTCG | GGAGGTGCCG 5295, T-48%); 146(C-48 | GT COTC
%, T-52%)
GTATCCTGGCCCA | CGTGTAGCAGGTGA | 73(G-95%):221(T-95% | . ,
311 chré TTAAAGCAAAG ATCTGGA ) GT GT
167(C-42%,G-58%);19
CTAGACTGATCAG | ATACCTACGACTTG g >
312 chr4 3(C-42%,A-58%);206( | G;A;T C:C;C
ATTGGGCCTTTC TGAATCCTAGC AT 55%)
TGTTGACCCTTTCC | TATTGACAAAGCAA
313 chrd TTAACATAAAGG | ATGTTGAGGTG 190(A-55%,G-45%) G A
45(C-99%);107(C-92%
[ T-8%):128(A-8%,T-92
(VAR _Q"o, _Q0/Y.
314 ehid TACCGGGTTTGCA | ATGCATGAAACTCG 1/‘;)3’&825953;/%3’5 C:CTCG; | CCTCG;
=0 /0,J- 0), WaR NaR
CGAGC ACTGATCCC (G8% A0 A, | NOA AG:A
8%,G-92%);229(G-8%,
A-92%)
GAGTCATGCCAAA | CAGATTGGGTTTCC R R
315 chrd AGACCCTTACT GTAATGATCTG 137(A-8%,G-92%) G G
56(C-56%, T-44%);103(
C-56%, T-44%);139(T-
316 ehid CGATCAACTCAAC | TTTTTGCAAAACAC | 99%);167(A-56%,G-44 | T;T;T:G:A; | C:CT:AG;
ATAAGACATGGC | GTGATCGGTC %);168(G-57%,A-43%) | C;T;:G C:C;G
:198(C-99%):209(C-57
%, T-43%):228(G-99%)
GGAATACTCCTAA | GGAGTGAATGTGGC
317 chrd | GGCACCAAAGA TATTTTATGGA 195(C-97%) C C
318 chrd TTCCCCATAACCTC | CTCCGCACCATCTTT | 176(A-56%,G-44%) G A
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TTGTACTTCTC TGTTACCATG
CTTCATCTCAGTGT | GTGATCTTCCTGTTG R
319 chr4 CCGAGGG TCGGAGG 223(C-96%) C C
CGAAAGCCTATCA | AGGCCACCCCACGA . .
320 chr4 AGATTITICAGGT TTAGTAT 240(G-11%,C-89%) C C
CCAAATGCTTGAT | GCTTGTACAAATGC
321 chrd TGGAGAGTTCAT TTTTCCTTGTC 35(C-91%,T-9%) ¢ ¢
TGTTAAAGTAGAAC
CCTTGCTATTGTTG . . .
322 chr4 TCTC TGGT {A:AAGATGTATCAGC No_variant No_variant No_variant
TTTGCTGTTGAACT | AATCTCTGTGATAG . . .
323 chr4 TAGTCAAGGTG TCTCTGCAACC No_variant No_variant No_variant
TATACAAAGAGGG | CTAAAAGCTTGGCA . . .
324 chr4 GTCAAGCATCAT TGAGTGTCAA No_variant No_variant No_variant
ACCTCCTGGTGAG | CGCAGCTACAACTG . . .
325 chr4 CCTGC GGGAC No_variant No_variant No_variant
TCCCTTGAAGGAA | TTTTCCAGAGGCAT
326 chrd TCCGACT GCAAGTATG 193(C-97%) C C
CAGATCACAGGTG | AGGAGTTGTCGGAG
327 chrd AAACATCACAAA | GGGTT 74(C-96%) ¢ ¢
TTACCAGAGGTAG | CTTGTGGTTGTACA . . .
328 chr4 GACTTCATTGG GAAGGCAATGG No_variant No_variant No_variant
CATGATGATCTCC | CTAGCGAGGCAAAG
329 chrd GGGCAGAAG CTAAATTCAA 85(G-94%.T-6%) G G
CTCGTCGAAATCA | AAGTACTCATTGTA . . .
330 chr4 AGAACTCGAAG ACCGAGTAGGG No_variant No_variant No_variant
GGGGAATCCTTCT | TGAGACGATGTTGA
331 ohr4 CTCTTTGTATCT CATTAGAGAGT 177(C-5%.A-95%) A AIC
97(C-66%,T-34%);155(
GAGTTTTCCAGTTG | TACTGCATGTAATC , . .
332 chr4 TGOGATTATCG CTACCTCTOTG A-21%,G-79%);204(A- | C;G;G C:G;G
8%,G-92%)
GCAGTTAGCTATG | CTCTTCTTTGTAGTT | 106(A-9%,T-91%);110 | . .. .
333 chré AATTTAACGGCT GAAAGCGTCG (G-99%):161(C-99%) | BO:C T,G,C
GTAGGTCTGAGTT | CCAAAGAACGCGCA | 68(G-97%);74(A-28%, . N
334 chré CGACTTTTTGTG GAATTTGAG C-72%);202(C-98%) G,CC GAC
45(C-67%,T-33%);86(
- V) - 0, . _
335 ehud TCCTTTGGTCAAA | ATCGAAACATGGAG g{, /2)5 {;ﬁ A7 562‘:,}’83(?59 CG:CAG; | TAGAC
0); - 0,G-
ATATCTGGCTTC TACTACTACCG Yey202(G24%,C-76%) | € C
:212(C-98%)
68(C-93%,T-7%);75(C-
GTTTGCGGAAACT | GGCAAATCCTTTGT | 67%,A-33%):135(C-76 | . . L
336 chrd | ATGTAGGAGC ATTGGGTGATT 9%, T-24%): 144(G-6%, | SO TA CGGA
A-94%)
337 ohrd CTTGCACAACATC | TATGAGTTGATGGG | 51(G-64%,T-36%):85( | . TA
AATGATTTAGCG CTAGCACAATA A-99%) ; ’
TGCGTCCGAATAAA
TTGGCTTTTATAGA , , ,
338 chrd TGAACATIGCAT %ACTAAATATTATT 56(C-99%);77(C-96%) | C;C C:C
60(A-28%,G-72%);78(
GCGTCAAAGGGGT | ATCGGCCAGACCCC | C-28%,T-72%);80(A-2 | o .. o
339 chrd ACAAGGAAG ATCAT 8%.G-72%):119(A-98 | FT:GA GT.GA
%)
CAGAAATGCATAG | TTCCTCTAAAGCCAT | 153(A-98%):163(C-99 , ,
340 ohrd TCCATGAAACCA GTTCATTTGG %) AC AC
GAGCCACAACTAG | AAAGCAAAACAGAC
341 chrd GAAATCAACG CCTACTTCGAT 215(A-34%,G-66%) G A
ATAAGCCCTTAAT | CTATTGGATTGTCA
342 chrd ACTGAACACTGG | AGAACTCGTGG 110(G-56%,T-44%) T T
343 chrd TAATGGCAGGATT | TAGCCTACAAACTG | 185(A-99%):203(C-99 | A;C A;C
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CTTTTCATGGTG

CTCAAAATGTG

%)

344

chr4

TACATTTCAAGTA
CTCCCTGACAGG

CATGTAGGTGCATT
GGGTTGGAATC

49(C-16%, T-84%);52(
C-16%,T-84%);53(A-1
6%,G-84%);56(G-16%,
A-84%):67(A-16%,G-8
4%):69(G-16%, T-84%)
:73(A-16%,C-84%);76(
A-16%,C-84%):81(A-8
4%,T-16%);100(A-16
%,G-84%);104(A-16%,
C-84%);113(C-16%,G-
84%);133(C-16%,T-84
%);134(C-16%,G-84%)
:136(C-84%,T-16%);14
0(G-16%,A-84%);145(
C-16%,G-84%);148(G-
84%,T-16%);154(G-84
%, T-16%);162(G-16%,
A-84%);166(C-16%,A-
84%);170(A-16%,C-84
%)

T.T;G;A;G;
T.C;CAG;
C,GT.G;C;
A;G;G;GA;
A;C

T.T;G;A;G;
T.C;CAG;
C,GT.G;C;
A;G;G;GA;
A;C

345

chr4

CAATCTCCGAACA
AGACCGCC

GGAAGATGTTGAAC
TCCTGGTCTAT

137(G-73%,T-27%)

346

chr4

CAATCATCATGTA
CGCCGTTGATC

CGGTTGTTACGGCA
AGTTGG

39(T-96%);70(G-96%);
77(T-96%); 124(A-96%
):139(T-96%); 140(T-96
%);141(G-96%);197(C-
96%):209(C-96%)

T;G;T;A;T;
T;G;C,C

T;G;T;A;T;
T;G;C,C

347

chr4

TTTCTGGAAGAAA
GATCAGGTGGAG

TCCGTATAGTTAAA
CTCGTTCTGCT

42(G-28%,A-72%);212
(A-28%,G-72%):240(G
-28%,A-72%)

A;GA

A;GA

348

chr4

GCAAGCCTGAGTT
TGACTCCTATAT

GAGTACTACTCGAT
ACAGATGATGTT

179(G-12%,T-88%)

G/T

349

chr5

CTCTATCCATTCCT
GCACAATAACC

CTTCGAGGTGCGGC
TCTAC

38(G-98%);43(G-44%,
T-56%);80(G-98%):95(
T-98%):96(G-98%);10

9(G-98%);111(G-44%,

A-56%);114(A-98%);1

22(G-98%)

G:G;G;T;G;
G;G;AG

G;T;G;T;G;
G;AAG

350

chr5

TCTAGTGACGAAA
AATAGGTGGTGT

CGTGCACTGGGATT
AATTAGCTTC

114(G-31%,A-69%); 13
2(G-31%,C-69%);135(
G-31%,A-69%);168(C-
12%,G-88%);184(C-88
%, T-12%); 190(A-56%,
T-44%);198(C-31%,T-
69%):216(A-31%,G-69
%)

A;CAGC
AT,G

ACAGC
AT,G

351

chr5

GCCTCATCATCACT
TGAGTAGATGA

TGCATCTAATCAAG
TAATTCAGAACCA

80(A-18%,G-82%)

352

chr5

TGGACATGTATCG
TAGCCTTTTCTT

GAGAGAAGGGGCGT
CATGG

36(C-12%, T-88%);41(
G-46%,T-54%);93(C-1
2%, T-88%);124(A-12
%,G-88%);125(C-46%,
T-54%);139(G-66%, A~
34%);148(C-88%,T-12
%):165(G-54%,C-34%,
T-12%);184(C-66%,T-
34%):186(C-66%,T-34
%)

T;G;T;G;C;
A;C,C,T;T

T;G;T;G;C;
A;C,C,T;T

353

chr5

TGTTTCAATCCACT
ACCAGATCGAT

ATAATTGTATGGCC
CAGCACCAC

71(C-48%, T-52%);84(
C-48%,T-52%):86(C-5

C,CG,T;T;C;
A

C,CT;TC
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2%, T-48%);99(T-98%)
:109(C-48%,T-52%); 14
3(C-58%,A-42%)
52(C-14%,T-86%);53(
A-14%,G-86%):62(A-1
4%,G-86%);64(A-14%,
RTVAY _QEY. T
354 b GATTCTAGATGTT | TACAAAATACTCCG ?436)%51?3(5636?{4 T;G;G:G;C; | T;G;G;G;C;
0)s - 0, 1= A A - AGA-
GCTGAAGTGCTG GCTTCAGATGA Vo 10(G-14% A.86%) | CAGAA | CAGAA
:153(A-14%,G-86%);2
27(G-14%,A-86%);229
(G-14%,A-86%)
121(G-6%,A-94%);125
(G-6%,A-94%):204(C-
GATGACTATACCG | TGTAGTTAGGATCA
355 chr5 94%,T-6%);213(G-6%, | A;A;C;A;T A;A;CA;T
CTTATGACAAGG TGATCAAACCGA AOYY 2L 4C6HTS
4%)
CAGTTTCATGGAG | CCCCTCCAATTAGA . . .
356 chr5 TTTCATTCCCAT CTTGTCATCTT No_variant No_variant No_variant
357 S TACCGCAACATGA | TGTTTCTCCATATTG [\~ . No variant | No variant
¢ AACCAAAGTAAT | CAACATGAGA o_vana o_vana o_vana
CAAAAAGAGGTGA | GAGGGAGTTTCAAT . . .
358 chr5 GCGTTTTTGTC AGCAGTAGGAT No_variant No_variant No_variant
TAATGGGTGGGTT | ACTGCACTTCATAG .
359 chrs GTTGAGGAAGAT | CTTCTAGGATT 194(T-97%) T T
GCTACCTTAGGAA | ACGATCTCATGTCG
360 chrs TTGTACCTTGCA CTAATACTTGA 187(C-7%,T-93%) T T
AGCTTTTCAAAAG | CGATCTTGATCCTAC
361 chrs AAGAAGCCAACA | GGTTTTCATC 87(C-35%,T-65%) T T
362 o TGAGTAGTTACCC | AGTTACAATTAGAT | 132(C-20%,T-80%);18 | . TG
ATGTTGACATCC CACCTTTCACTGA 1(C-20%,G-80%) ; ’
120(A-30%,G-70%);22
TGTGCCTAGAAAT | AGACTAACTCGGTT | 9(G-73%,T-27%):243( o o
363 chrs TAATTTGTTTGCA | GCATTGATTTT C-70% T-30%):249(G- | FEHGC GGGC
30%,C-70%)
85(A-38%,G-62%);106
GTGAAGGAGATGG | TGCACATTGAATTCT | (T-99%);144(C-38%,T- | oo . N
364 chrs AGGAAGAACATA | GCATCTACAT 62%):149(C-62%1-38 | ST | GTTL.GT
%):164(C-34%,T-66%)
GTTTAATTTCTTCT | GTACAAGCCCCAAG
365 chrs TTCCGAGCACG AAGAACAAG 192(C-99%) ¢ ¢
_460 _840/.)-
366 S TTATCTGACCTGCT | TAGCAAAGCTAAGA ?ggf/%.’?a;‘;-/f)fé(lé ATG ATG
¢ GCTCCATTCTT ATACTCACCCA 96%) ® K& 5 5
- 0
65(C-34%,A-66%);75(
CGTAGCAGCAAGA | CAGTGCATTTGGTA
367 chrs A-99%);120(C-99%);1 | A:A;C;C AAC;C
ACAAGAACTTTA GCCTTCTAATG 23(A30%.C-68%)
40(C-97%);49(T-99%);
368 chrs CACCAACAAGCTT | ATCAATTCCTTTTGC )892(1];_(9(?(3)9)(’)/1;12(;0_(93? C,T;,T;T;C;T | G,T;T;T;C;T
s - 0), - . .
CCATGCTAG ATCGAAGGTT 89 T-820)231(C-99% | :C
)
73(C-50%, T-50%);78(
G-12%,A-88%):89(C-5
0/ T_500/)- _
369 o CCGTGATCTTCCTT | GAATATGGCCAATG OOA)A’C’TSZ%?I’;%‘B;% CACCT; | CGACCT;
GAGGTAGTTTA AGCACCAAAC R1(C.87% T 13%y.23 | CO:C C;G;C
9(A-12%,G-88%);241(
C-86%,T-14%)
370 chr5 TCTGATCTGATGAT | ATCTGCTCTACGATT | 195(T-98%) T T
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CTGAAAGCTCA TCCATCCATT
371 chr5 %Szggg‘:i':égﬁA iéég??g AGCTACC No_variant No_variant No_variant
AGGGCGTCCGATG | GGTCCTTGAAATCT
372 chr5 CTTGG CAGGATCGG 97(G-99%) G G
36(C-95%,T-5%);47(C-
5%,T-95%);54(C-98%)
;56(C-95%,T-5%);57(A
-5%,G-95%);69(C-5%,
T-95%);71(G-5%,A-95
%);82(A-97%);86(C-5
%,T-95%);91(A-97%);
108(C-95%,T-5%);109( CT:C.CG: | CT:C:C:G
C98%);110(C-97%);1 | 2y o | 28 o
11(G-97%);112(G-5% TAATA; | TAATA;
373 chrs AAGTCTTTTGTCCC | TTCTTTCGAGAGCTG A-95%)'11§$(C-95% Ti C;C;C;G:A; | C,CCGA;
GGTTGGTAATA AGCTGC ’ . C;C;:GA;T;, | CCGA;T;
5%):128(C'98%):132( G:C:A:T:A: G:C:A:T:A:
G-98%);134(G-5%,A-9 GTG’-G"T’ ’ GTG’-G"T’ ’
5%);140(C-5%,T-95%) T T
;142(G-98%);144(C-98
%);148(G-5%,A-95%);
150(T-97%);152(A-98
%);167(A-5%,G-95%);
169(C-5%,G-95%);170
(G-95%);182(C-5%,T-
95%)
ATTTGAGAAACAA | CTTTGCCTCAACATC
374 chrS | GAAGGTCGCAAT | ATCTAGGAAG 180(G-99%) G G
41(C-16%,T-84%);58(
A-16%,G-84%);60(C-1
8%,T-82%);76(A-16%,
0, . V)
375 chrS TTCATCTCCATCGT | TTCAACATGCAATA 2)541/‘1’)255(?6(}/? é’ﬁf T.G;T;G;T; | T:G:T;G;T;
CTCGAAAACTA GATAGCACGAC %): 115(A-84% T-16%) G;A;CA;T G;A;CA;T
;146(C-82%,T-18%);15
2(G-18%,A-82%);160(
C-16%,T-84%)
376 chr5 ?;gggg:lg?gATT igé?gggégiTGTAA No_variant No_variant No_variant
377 chr5 gg};%é%}ég%%CTCC ggill:zgiﬁ,%é?CAA No_variant No_variant No_variant
378 chrs ?éiggigé‘??gfc ?gégggﬁ%‘;ggAGA No_variant No_variant No_variant
73(C-10%,T-90%);89(
G-10%,T-90%);92(A-1
0%,G-90%);131(C-10
%,G-90%);137(A-10%, | — 1~ .. TG GG
379 chrs ACAGATAGCTTTT AAACCACATCATCA | G-90%);140(A-10%,C- g’i’i’g’g’ g’i’i’g’g’
CACTGCATGTCA TAATTGAGCCC 90%);149(G-10%,A-90 T, e T, e
%);189(G-10%,A-90%)
;203(G-10%,T-90%);20
7(A-10%,G-90%);208(
C-10%,T-90%)
380 chr5 ,%T gil(;%iTGGAGG Séégiéﬁgéig:G No_variant No_variant No_variant
381 chrs CTGTAGTCGAATA GTGCTTTTGGTTTTG No_variant No_variant No_variant
TGTGGAGCTGTA TACTAGACCA - - -
65(G-34%,A-66%);99( | A/G;A/G;A/ | A/G;A/G;A/
382 chr$ CCATCAATGATGA | TATTTGGTCATGTGC | A-34%,G-66%);126(A- | G;C/T;G;G/ | G;C/T;G;G/
CACGTGCTC AGAAGGATTG 34%,G-66%);132(C-66 | T,C/T;A/G; | T,C/T;A/G;
%,T-34%);133(G-99%) | A/C A/C
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;186(G-34%,T-66%); 19
1(C-66%, T-34%);204(
A-34%,G-66%);219(C-
34%,A-66%)

383 chr5 GACCTCCCGGATG CGTGTGAATGACTT No variant No variant No variant
AAATGGAAG CCTAAATCACA - - -
384 chrs ??%Sgg;{ggw iéiTTCé];];%];?\GCCAC No_variant No_variant No_variant
385 chr5 égéiiacg ACCAA :gg:%gé?f;gACT No_variant No_variant No_variant
386 chr5 g%ﬁég&%gii%%c é{{é%i%%TGTTTGGTAGA No_variant No_variant No_variant
387 chr5 GAAGTCGATGAAG | GGTTTCAAACAGCG No variant No variant No variant
TAGCAATCACCT GAAGAAGTAAA - - -
388 chrs AGCTCTTTCAGAA ATCCAACCAACGAT | 51(A-37%,G-63%);170 G:A AG
GTTCTTCAGAGT TGTTCCAGATT (G-37%,A-63%) i i
54(C-35%,T-65%);72(
CGCACCAACTTGA | CTCTGCCAGTCCTCA | A-35%,G-65%);76(G-3 P .
389 chrs AACGGG TCCTTG 5%,T-65%);116(C-65% TGT.C CAGT
,T-35%)
390 chr5 ?égig‘é?égiiTTT ?gé‘égé?giggAGG No_variant No_variant No_variant
391 chr5 TCTCCAGATAATCT | TGATGAATACTTGA No_variant No_variant No_variant
GCAACTTCTGT AAGCTTTTGGGA - - -
104(G-97%);118(T-97
392 chr$ TATGCAATTCTTCC | GTACGGGGAGGATA | %);128(T-97%);162(T- | G;T;T;T;G; G, T;T;T;G;
CCCAACGAG TGATTAGTCAA 99%);185(G-97%);186( | G;T G;T
G-97%);197(T-97%)
58(G-14%,T-86%);70(
G-14%,A-86%);115(C-
CGTATTTGCAGCT GCTGAGGTGTGCAA
393 chr5 86%,T-14%);150(G-14 | T;A;C;T;T T;A;C;T;T
GGCTTATGAATA TGACAAAGA %,T-86%):163(G-14%,
T-86%)
304 chrs ACGAGGTTTATTT TAAAAGCTACTCCT 39(C-6%,T-94%);115( T-A T-A
GATCGTTGGA ACGTGATTGCT G-6%,A-94%) i i
174(T-99%);204(C-99
ATGAGAAAAACTC | AGGCAGGCGGAGAT | .. . AL AL
395 chr5 CTTCATGGCTCC GCAG 9/<;)(),/§)52(A-99 %);260(T- | T;C;A;T T;C;A;T
AGAAAAACGGAAG | CGCTTCAAATATGA 38(G-98%);114(G-98% . .
396 chrs GTAGCAGTATCT GACGTTCATCA );151(G-98%) GGG GGG
38(A-99%);64(C-99%);
66(A-99%);106(G-48%
,T-52%);110(A-99%);1
38(C-99%);152(T-99%
);180(C-99%);191(C-5 | A;CAT;A; | A;GAT;A;
397 chr$ GTACTTGGACGTT GGCGAGATTTTTCA 2%,T-48%);193(G-99 C;T;C;C;G; | C;T;C;C;G;
GTGGAAACATC GCCTGAAA %);198(G-99%);203(T- | G;T;G:G;T; | G;T;G;G;T;
99%);204(G-99%);209( | C;T;G C;T;G
G-99%);218(T-99%);2
21(G-49%,C-51%);223
(C-49%,T-51%);224(C-
48%,G-51%)
107(C-67%,T-33%);11
1(A-33%,G-67%);129(
A-40%,G-60%);142(G-
308 chrs CTATTAATGCGCT CCACAAGATGAGAA | 40%,A-60%);183(C-40 | C;G;G;A;T; | C,G;GA;T;
GCACCTCTAGAG AGAGGGTGA %,T-60%);188(A-7%, G;T;G;G G;T;G;G

G-93%);189(C-33%,T-
67%);203(A-7%,G-93
%):208(A-7%,G-93%)
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81(G-93%,T-7%);111(
TCCGGTAAATTGTT A-7%,T-93%);134(C-7

399 chr5 ATTAGAAATGGAC gic,g,},‘ggggggg %,T-93%);147(C-41%, | G;T;T;A;G G;T;T;A;G

C A-59%);207(A-7%,G-9
3%)
CACCATGTTTGCAT | CGACTAATGAGATG . . .

400 chr5 ACGCTAGAATA CTTTGATGTGG No_variant No_variant No_variant

401 chr$ CGGCCGGTTACAT | CTTGAATAGCTCAT 143(A-45%,G-55%);14 GA GA
CATTCTTAATTA GTGGTCAATGT 7(G-45%,A-55%) > >
GAAGTTCACCATC GAATCATTTCAGGC o o

402 chr5 GGGCCAAG CTGAGTGTATG 94(C-76%,T-24%) C C

58(C-95%);161(G-95%
CTCAGAAGAATCA AAGTTAACATCCAC

403 chr5 );164(T-95%);172(C-9 C;G;T;C;G C;G;T;C;G
CGTGGTTTGATC TTTCCATGCAG 59%):229(G-97%)

48(G-39%,A-61%);60(
G-39%,A-61%);66(G-3
9%,A-61%);81(G-39%,

404 chr5 AGATTTCGGCTCT CTCAAAATGGATCC T-61%);127(A-39%,C- | A;AA;T;C; AAATC,
ATTTTCTCTGGT TCGAACAGTTT 61%);156(G-39%,A-61 | A;C;G;A A;C;GA

%);163(C-61%,T-39%)
;170(A-39%,G-61%);1
86(G-39%,A-61%)
97(A-88%,T-12%);117
CCACGTTGTAAAC | CAAATTGATTGGCA | (A-78%,T-22%):210(C | . o
405 chrS | CCAGTAAAAGAA | GTCTCTCGC 291% T-9%):228(A-9% | G0 | AACG
,G-91%)
TTTTACCAAAGGT CCAGGGGAGGAGGA
406 chr5 AATCACAGCGTC TGGAAT 85(C-12%,A-88%) A A
51(C-99%);60(C-97%);
112(G-35%,A-65%);13

407 chrs TTCATCGTACATGT | TGGAAAAACAGACA | 3(C-66%,T-34%);152( C;C;A;CC; | C,CACC,

GTGGTTCAATC GATTTGTGCAT C-65%,T-35%);185(A- | A;G A;G
96%);226(A-35%,G-65
%)
GTTTTGCAAACAA | GTGGGACTAATGCG
408 chrs ACAGGATGGATG | AAGATTTTCTT 245(C-84%,T-16%) ¢ ¢
46(C-57%,T-43%);50(
CCAGATGACGAAT | CAAAGCTTCCAGAT | C-33%,T-67%);114(C- P P
409 chrs TCAACCATCG CCTAGTAGGTT 67%,T-33%);141(G-80 TT.CG TT.CG
%,T-20%)

410 chrs TCTACTTCAACAG GGAGGAAGGTGCTC | 95(G-28%,A-72%);127 AC AC
ATGATCCTGCAT TTATCATAGTT (C-87%,T-13%) > >
TAGGTATCCAAAA GTGATTGGTTGTCTA o o

411 chrs GACCCAATTGTG GACTAGGAGC 223(A-25%,T-75%) T T
TCTCATCGATTGTC | CAGAAAGCTTCCAT

412 chrs CAATCCAGAAA GGCAAGAAG 90(G-10%,A-90%) A A

65(C-94%,T-6%);104(
ACGAGAGAAAATA | CCAAACACATGCTA . " . .

413 chrs GGGGAAAAGGTT | GATGGAAGAAA 3_2/09’2)}9)4 70);182(G-6 | GG,C GG

0,C- 0
CTGAGCCGACAGA | TGTCGTTCGTGCCTT o 0

414 chr5 GCCCA CGTG 70(C-18%,T-82%) T T
CATGGATTGGGGA | TTATTAAGATCTTAT . . .

415 chr5 TGCCTGA GGTCTAGAGGGG No_variant No_variant No_variant

416 chr5 TGGGGAATCGACC | CCAGCCGAGAGAAC No variant No variant No variant
GAAAATACTTAT TAACAGAAA — — —

417 chr5 ACAATGACTGATT ACTGGTGACTGATC No_variant No_variant No_variant
GGAGCTCAAAAG | AGAAGATGAAA -V -V -V

418 chr5 CAGCTCATCAAAC CTTGCCACGTCAGA No_variant No_variant No_variant
ATTTCAAAACTGT AAAATTGTAAA — — —

419 chr5 TAACAACCCCTCC CTCTTCCGACTCCAC | 217(C-88%,T-12%) C C
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CCTTGGC CATCAC
CGTAATGAAGGGG | ACCATGATTTACAC , , ,
420 chrs GATGATATAGCT ATGTTCACACT 43(T-98%);98(G-98%) | T:G T:G
AAACTCAACACGG | GGTCTGTCGTGTGC " a0
421 chrs A GGAGAGAAG COTAG 65(C-91%,T-9%) C C
GTTCCCCACTAAA | GACGAAAGGACGAG | 46(T-98%):215(A-98% | .. .. N
422 chrs TCACCAAAGTG GAGGC ):220(G-99%) T.AG T.AG
AGTGATGAAGCCA | CAAGTTCTGCATCG . . .
423 chr5 CTGAACCTTG CCGTG No_variant No_variant No_variant
CATTCAGCTAAAG | GACCACATCCAGGT . .
424 chrs CAGGCATTTTTG AGATTGTTGTA 36(G-90%,T-10%) G G
GGACTTTCTCCTTC | GTCTGAGCAGGAAA
425 chrs TCTCTCTATGG GGATTAGGATT 127(A-17%,G-83%) G G
GGAATTAACAAGC | TCTCTGTTTGATACT . . .
426 chr5 CGGATTACCTTG CACAGCAATG No_variant No_variant No_variant
CCTCAGATACCAC | CTACTACCACCTGCT
427 chr> ACAGTTTTTCAC ACAACGATAA 78(C-90%,T-10%) C C
CTGTTACGTTAAA | CTTTACTTTTCCACA | 101(A-8%,G-92%):123 | . .. L
428 chrs GCACCTAGC CAGTTCCTCC (G-98%);126(G-98%) | F9:C GGG
429 chr5 AGAACTGACCCTT TGTCCCTTTAATTTG No variant No variant No variant
TTATCTTTTGAAAA | ATCTGTTGAATT v v v
CGAAACCAGAATAT
TCTTGTGCAATTCT
430 chrs AGAAAAATTTGCC | TAAATTATTACAAT | 76(G-84%,T-16%) G G
AACAA
49(G-13%,A-87%):62(
TAATCACAACAAA | CTTCGGCATGTACG
431 chr5 A-99%);63(A-99%);67 | A;A;A;T A AGA;T
CGAACGAACGAA | AGATGGA (13 1.879%)
ACTGTCATCGTATT | GCTTAAGCAATTAA | 101(G-99%);110(A-99 N N
432 chrs ACAGTTCCGTT GGGTTGTGACA %):118(G-99%) GAG GAG
48(T-99%);65(G-99%);
CGAGTCGACGGAA | ACAAATCAACCACT | 84(G-99%):89(C-35%, | v e+ P
433 chr6 GAGGC TGAGTAACCCC A-65%):115(C-6%.G-9 | BEGAG | TGGAG
4%)
54(G-27%,A-73%);74(
G-26%,A-74%);105(C-
74%,T-26%);161(A-26
0, 0, . 0,
434 i TGTAGATAGCATG | TCTCAATCTTTAGGT é”%%@’é&ﬁé%’ AACGC; | AACG:C;
- 0), = 0, 1= T (Y T
GAGGTTGATGTT GCAGAACAGA 26%)215C260% 174 | ATTGG | ATTGG
%):231(C-27%,T-73%)
:232(G-99%);233(A-26
%,G-74%)
56(C-14%,G-86%):81(
G-63%,C-37%);82(G-1
3%,C-87%);118(G-44
435 ehr6 TTTTCAATTTCCCT | GCTGCTGCTGCCATT | %,A-56%);128(G-63%, | G:C;C:A;C; | G;G;C;G;G;
CGTTCCTTCTC CTTATG C-37%);137(A-81%,T- | A;A;T;A A;G;C;C
19%);145(G-44%,A-56
%);187(C-44%,T-56%)
:232(C-50%,A-50%)
48(C-56%,T-44%);107(
A-56%,C-44%):123(C-
436 ehr6 GCCCACATCCTAC | CAAAAACTAACAAG | 96%);126(G-9%,A-91 | T;C;C;A:A; | C;A;C;A;T;
CCATGG AAACAGCCACG %):151(A-54%,T-46%) | T:A T:A
:152(G-9%,T-91%);169
(A-96%)
68(C-14%,G-86%):80(
37 ehr6 CAGCATTCTTGAA | TCCTTGATTTCTCCA | C-95%,T-5%);110(A-5 | G;C;G;A;C; | G;C;G:;A;C;
CCGTCAGATTAT AAAGACCCTG %,G-95%);121(C-14%, | C;G C:G

A-86%);155(C-95%,T-
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5%);170(C-95%,T-5%)
:174(A-13%,G-87%)

438

chr6

GCCTAAAACTGAA
CTTTGATGCACA

GTAGCAATCATGTT
GATTCGACGAA

159(C-18%,T-82%);16
3(G-18%,A-81%); 164(
G-18%,C-82%);176(G-
18%,C-82%);177(A-18
%,C-82%):233(G-82%,
T-18%);236(C-18%,A-
82%)

T;A;C;C;C;
G;A

T;A;C;C;C;
GA

439

chr6

GGCAGTGCGTACA
GATGAATA

CCTTGCAACCTCAA
ATGAAGAGATT

41(A-59%,G-41%);86(
C-13%,G-87%);118(G-
8%,A-92%);124(G-93
%, T-7%);134(C-48%, T
-52%);152(T-99%);183
(G-36%,A-64%):213(G
7%,A-93%)

G;G;A;G:C;
T;AA

A;GAGT,
T;G;A

440

chr6

GAGACCTCTGAAT
CTGATGAGGTAC

TCATCATCAGAACC
ACTCTCATCG

103(G-76%,A-24%); 13
7(A-98%);159(T-98%);
160(C-88%,T-12%);16
1(G-67%,T-33%);167(
G-46%,A-54%)

AAT,CG;
A

G;A;T;C;T;
G

441

chr6

CTGCTCATCTTCCT
GCCCAAG

CATGTGGACTTACA
AGCACCATAC

51(G-24%,A-76%);52(
C-78%,T-22%);108(G-
24%,T-76%);121(C-22
%, T-78%);146(G-24%,
A-76%)

ACT;T;A

ACT;T;A

442

chr6

TCTGTATGCAGTTT
TCTTTTCCCTT

GCAAGTTGGGGTAG
GTTAAACAAAT

54(A-64%,G-36%):60(
G-60%,A-40%);99(A-2
49%,T-76%);105(A-95
%):126(C-60%, T-40%)
:139(C-96%); 140(A-60
%,G-40%); 148(G-60%,
C-40%)

GAAAT,
C;G;C

AGT;AC
C;A;G

443

chr6

CAGATAACGTCAT
GTATTGAGCGTC

CATGTCACTTATGG
GTGAATCAACC

42(G-99%):81(G-55%,
A-45%):83(C-66%,T-3
4%):84(A-10%,G-90%)
:93(C-90%, T-10%);107
(C-97%);140(A-34%,G
-66%)

G:A;CG;C
C.G

G:A;CG;C
C,G

444

chr6

ACTATACTTGCAT
GGGGTTTAGTGT

TAAATTCATTTTCTC
CCGTTCCACG

85(C-26%,T-74%)

445

chr6

CCCATCAATTTTGC
CCATTCAAGAA

AGGAGCTATAGATG
ATTATTGTAGGTG

80(C-85%, T-15%);112(
T-99%);122(C-15%,T-

85%):134(C-14%,A-85
%):162(C-85%, T-15%)
:172(T-98%):209(C-85

%, T-15%);241(C-88%,

T-12%);242(C-88%,T-

12%);246(C-14%,T-85

%)

CT,T;AC,
T;C;C;C;T

CT.T;AC,
T;C;C;C;T

446

chr6

TTGGCCGTCTCCTT
GATAATCTTAT

GTAGAAATCGTGAG
CAAGATCCAAG

No_variant

No_variant

No_variant

447

chr6

TGGTAAGAAGCCC
CTCAAGAAAAA

AGGAACTAAAATGA
AGAGTACCATGT

86(C-6%,G-94%);99(A
-76%,T-24%);117(C-83
%, T-17%); 125(A-24%,
G-76%);132(A-24%,G-
76%);134(C-76%,T-24
%):167(G-24%,A-76%)
:173(G-24%,A-76%)

G;A;C;G;G;
CAA

G;A;C;G;G;
CAA

448

chr6

GGTTGGTAAGTCA
TTCATGTGGTAG

CTTCTGCTTCCTTCT
TCATGGTTTA

45(G-26%,A-74%);65(
C-74%,T-26%);80(C-2

A;C;T;G;C;
A;G

A;C;T;G;C;
A;G
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7%, T-73%);83(A-27%,
G-73%);102(C-73%,T-
27%);104(G-27%,A-73
%); 1 19(A-28%,G-72%)

70(T-98%);80(C-83%,
T-17%);105(C-19%,T-
81%):142(A-19%,G-81

CCCAGGGTGGATT | ACCTATTTTATGATG T.C;T;G:G; | T;CTiG:G;
449 chr6 %): 144(A-19%,G-81%) | -2 =2 0 | 15 2000,
CTTTGTACTATA TCTGCTATCAGT 171(G-98%) 178(Ac 19 | GO:C G:G;C
%,G-81%);201(C-81%,
T-19%)
51(A-6%,G-94%):63(G
-6%,T-94%);92(G-9%,
450 o6 | ACCCCTAAAACCT | ATGCCGTTCCCTTCT | A91%)127(C-94%,T- | GTACT; | GTiGGiT;
TCAAATCCTGAT TTTAATTACC 6%);133(A-6%,T-94%) | A:A G;T
:155(G-26%,A-74%);1
62(A-68%,T-32%)
36(C-87%,T-13%);54(
GTTTCCTGAAATA | GCATTTCTACTTATT | C-24%,T-76%):85(G-2 | oo« . o
451 chr6 CGCTTGCTTCTT ACCTGTGCCA 4%,A-76%):87(G-99%) | STAGA | CTAGA
:127(G-23%,A-77%)
52(C-12%,G-88%);53(
G-12%,A-88%);82(G-8
452 it CGGCGCAGTTACC | CATTTCTCTGCCCCC | 8%,T-12%):84(C-12%, | G:A;GiT:T; | G:A;G;T:T;
GTTTTG AGAAAAG T-88%);105(G-12%,T- | A:C AC
88%);131(A-99%);139(
G-11%,C-89%)
CAGAGGTGAAGCT | CTCCTCATGTACCAC | 168(G-99%):228(T-96 , ,
453 chr6 ATTATGCAAAGT GTGGG %) GT GT
48(G-98%);82(A-80%,
T-20%);85(A-80%,T-2
0, . 0, 0,
454 chr6 CCATTTCAAAAAC | ATTTGGGGATTTAG ?lg’g’(f’_(g'ég;/l"ggé(fz/‘g GAAAA; | GAAAA;
CCTCAAGCATTT TGTAGCTAGGG %6, A-80%) 110(C-20%, | ASAAT AAAT
A-80%);139(A-98%);2
06(A-63%,T-37%)
TTGCCATTGCTTGT | CCAGCAAATGTTTG | 45(G-99%);57(A-99%) | . . N
455 chr6 | rrGTCTGTT TTTGAAGCAAT 86(C-21%,T-79%) GAT GAT
82(T-99%);109(A-95%
):127(C-21%,G-79%); 1
456 bt GTTGGTCGTTAGTT | CACTAGGAGGATGG | 30(G-21%,A-79%);143 | T;A;G;AC; | T;A;G;AC;
GAACAAGATGA AGGATCTACAG (C-99%);148(A-99%);1 | A;G;G AG;G
64(A-38%,G-62%);192
(A-21%,G-79%)
78(C-99%):82(G-97%);
457 chr6 8%?$?2?€ GGGAC ICXXTTchg%AAGCCGT 84(T-96%);116(T-97% | C;G;T;T;T C;G;T;T;T
):147(T-97%)
GCACCCAGAGAAG | CACATAGATGGCTC | 131(G-99%);152(T-99 N N
458 chr6 TTAAACAGTTTT GATTGTTTTGT %):155(A-98%) GTA GTA
46(T-95%);73(A-95%);
106(C-6%,T-94%);123(
C-99%);131(C-94%,T-
6%):144(T'95%):156( T:A:T:C:C: T:A:T:C:C:
GTAATGTTTATATT G-95%);161(A-6%,T-9 | 200 hos | 0s 1hshs
459 chrt6 | TCGATTGATTATTT géi%AGGTGCTGCA 4%):169(C-96%);171( ggigg ggigg
GCATG C-6%T-04%);179(C-9 | 77 | oo
5%);181(C-99%);186(
A-94%,T-6%);211(T-9
9%):216(C-94%,T-6%)
:219(T-95%)
460 chr6 TTGCTTTTAGGGTG | GATTCAGCTGTCCCT | 49(A-98%):113(G-98% | A;G:GiAA | A;GiGiAA
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AGTTAGAGGAT ACTTTCCTT ):137(G-98%);190(A-9
8%):196(A-98%)
33(C-97%);52(T-98%);
_QRO/)- _QRO/.
161 ehr6 CACCAGCTGAACC | GACGTAGGTCACCT 385299880//‘;))7112(8G(T9§;g/)0 CT:T;G;G; | C,T;T;G:G;
GCTCTATC GGAAGTTC S 1T2C.98%183C.0 | TCC T;C:C
9%)
160 ehr CTCCTACATGACA | TCAAACTTAGAGAT | 78(G-99%);206(A-98% | GA
ACTAAGATGCT TTAAGTAGCACCTT | ) ’ ’
69(A-98%);74(C-98%);
CGGTGGAATTGGG | CCCCTTCCTGCACAT o o o
463 chr6 CAGAGG ATCCTG 02/1)4(T-98A>),222(T-98 A:C:T;T A:C:T;T
0
CAGTCCTCGGTGA | TGACGAAACTTTGA .
464 chré6 TACCTTC GOGCAAG 88(G-98%) G G
TGTTCTTTATTCCT | TTTCGAATGAAGAA .
465 chr6 CGTCTAGCAGA TGAAGAGTGCG 39(C-98%) C C
CTTGCAAGAATGA | CAGCACATTTGTAT R
466 chr6 TGTGACCCATAA GGTTCCAACTA 175(A-99%) A A
ATAAATGGAGTTC | GTGGTTCTTGTTCAT .
467 chr6 GCGAGGAAAATG | ACTGAGCAAA 191(A-98%) A A
40(C-99%);125(A-97%
CAGAGTACTCAAC | GGTTACATAGCCCC
468 chr6 );146(G-98%);157(G-9 | C;A;G;G;G C:A;G;G;G
TTCCTCAACGAG CTAAGTACATT 9%):221(G-98%)
CTCATTGGCAGAA | CAAGAAGTGATATT | 98(C-98%);185(A-98% | . . N
469 chr6 TTAATGATGGCT GCCACAAGGTA ):200(G-98%) CAG CAG
TGTTTCCCTGTACT | TTTGCAAAGAGCCA . . .
470 chr6 TAAACAAATGT ACTCATCTTAG No_variant No_variant No_variant
117(A-20%,G-80%);12
CAAAATCCTGACC | GACAGGCGACGGAC ’ ’
471 chré6 7(C-20%,T-80%);129( | G:T:G G:T;G
GTGTCCTTATTG GAAG A20% G-80%)
64(G-99%):84(A-18%,
R0/ 700, =
4 it GCACTCACATGTC | CTGGTGGAGAGAGT g%i/(?g’(ggfggoi(;/f’zg(g G:G:G:C;C; | G;G:G;C;C;
AATTAGATCCTG GTGAGC C.98%):156(C-82%T. | € C
18%)
125(G-96%);144(C-96
CAAATACGAATTT | TTGAGCAAGGATAG
473 chr6 %);149(G-96%);203(G | G;C;G;G;G G;C.G;G;G
GGAGCTGGATACA | AGCCAACTTAT 98%4)229(G-98%)
35(G-19%,A-81%);66(
GAGCGTGGACGAT | TTGTAATTTTCGTCG | G-19%,T-81%):87(G-9 | , oo . R
474 chr6 GAGATTGT ACCATGTTGT 9%): 118(C-81%,T-19% | HTECA | ATGGA
):120(G-19%,A-81%)
CCAAGATGTTTGC | CGGGACTAAAGGTG
475 chré6 TOCTGAACTC GOTITTCTA 47(C-18%,T-82%) T T
AGAATGTCTGATA | GACGGGAGAAGATT .
476 chr6 AGGAGCTTGAGT | GATATCAGGAA 79(C-98%) ¢ ¢
AGGGTTTGGGTTC | TAACAGAGACTTAC . . .
477 chr6 TGGCAAC CATTGTCGAGC No_variant No_variant No_variant
GATGACAGCCTGA | CGTACAAATCCACC .
478 chr6 ACACTATTGAAG TAACAATCTCG 35(G-98%) G G
43(G-7%,A-93%);49(G
-7%,A-93%):63(G-98%
. _70 _0390/)-
479 ehr6 GAAGAAGATGCTC | TCAAGAAGAACCTC 2074;(347)/{)52(237/3/)&2; AAGAC; | A:AGAC,
GCGGCTATAGAT CCATGATTGAT 39%6):187(G7% A.93%) | TACG T:A;C:G
:188(C-98%):195(G-99
%)
44(C-12%,T-88%);62(
TGAGGATTTAAGT | TAAGACTTTGCTTG , o o
480 chr6 TCCACGTTGAAA AATTATGGCGE A-12%,G-88%);77(G-1 | T;G;A:G;T | T:G;A:G;T

2%,A-88%);95(C-12%,
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G-88%);119(C-12%,T-
88%)

97(G-14%,A-86%); 119
(A-13%,G-87%);122(G

481 chr6 CACTATAGACGTG CTTCAGAATCTGCA -98%);127(A-14%,G-8 | A;G;G;G;T; | A;G;G;G;T;
GTGGTGCC GCTCCCTG 6%);132(C-14%,T-86% | G;A G;:A
);142(A-14%,G-86%);1
59(G-14%,A-86%)
4% chr6 ACCATCACTACTA [ CACATGTGGAGTGA | 118(C-12%,T-88%):18 | 1.1 T
AAAGTGTAGGTCA | ATATGAACACA 6(A-15%,T-85%) ’ ’
60(G-98%);66(A-12%,
TGACGTGGCGTTG | TGGATAGACAGGAA | O-8870):84(C-88%.T-1 G;G;C;AC; | G;G;C;A;C;
483 chr6 | recaTG ATTGACATGTG 2%0);153(G-15%,A-85 1 G
%);193(C-86%,T-14%)
;194(G-99%)
111(C-99%);113(T-99
ATCCTCATCATATC | TGTATCAAGAAGGA | %);115(C-99%):121(A- | oo
484 chr6 TGTACCAGCAC AGCCAATACCA 48%,T-52%);177(T-99 CTGTLT | GLGLT
%)
42(A-46%,G-54%);79(
A-46%,G-54%);84(G-4
6%,T-54%);126(C-99%
485 o6 GCATCTCAAAGAA | ACTGCTATTGAGAA | );140(G-46%,A-54%);1 | G;G;T;C;A; | G;G;T;C;A;
AACATGCCAAAT TCTGAGAAGGT 44(G-54%,T-46%);148 | G;C;C;C G;C;C;C
(C-54%,T-46%);159(G
-47%,C-53%);184(C-9
9%)
49(G-52%, T-48%);55(
C-52%,T-48%);109(C-
TGGATGAAGATTA | GAGAATCCGCATTA
486 chr6 52%,T-48%);165(C-52 | T;T;T;T;G T;T;T;T;G
TGTGGTTACTTTGG | GTTCTCACAAG 20T 48%): 167(A-52%
G-48%)
96(C-98%);102(A-10%
0, . 0,
487 chr6 TCCTTTTCAGTGAG | CTAGGGGAGATGTA igbgi’)f‘i)ié}ﬁ(fmé’g C;C;G:G;T; | C;C;G:G;T;
AATTGTTTCGA CGAAACGGAT 0%):127(G-10%.T.90 G G
%);177(C-10%,G-90%)
35(G-13%,A-87%);:45(
C-90%,T-10%);61(G-9
7%);81(C-13%,T-87%)
;101(C-87%,T-10%);11 T -G
458 chrt GAAGATGTTTAGG | AAACACATCCAAGG | 8(A-87%,T-13%);120( ifgigfé’% ifgigfé’%
GCCCAAGGTTG GTACAGAAATG G-97%);122(A-10%,C- | " |
90%);150(G-97%);155( | > ’
A-27%,G-73%);218(A-
10%,G-90%);232(G-13
%,A-87%)
459 chrt GGACTTCAAGTGC | TTTTAAAAGAAGCC | 68(A-38%,G-62%):108 | . GA
AAAGTGCTAATT ACCACGTTAGC (G-74%,A-26%) ’ ’
490 chr6 igiig?gggg}fcﬂx S};&TETCCTTCTCCTCCCAAA No_variant No_variant No_variant
40(G-47%,T-53%);113
CTCCCCTCCTTCTA | CCAATCAGTACCGG
491 chr6 AATGCTGATG ATTAGGGTTAA (G-47%,A-53%);155(A | T;A;T G;G;T
-23%,T-77%)
492 chr6 igg;igg;? (? g g T TCATC;TTiCT%CC%ATA No_variant No_variant No_variant
193 o6 CATTTCGCCCCGTA | AGCACAAACTCTAT | 104(C-30%,T-70%):21 | ., TG
TCCTCC CCAAGATTCGA 1(G-70%,A-30%) ’ ’
494 chr6 ATCACTCTAGCTA | CTTCAGTTGCAAGA | 65(G-33%.C-67%):93( | ., GC
GCCTGTGGTAG TGTGAGGAAAG C-54%,A-46%) ’ ’
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495

chr6

TTCAACAACTGGC
CCAATAGGATC

GCCCATTGGTGCAG
TGGT

35(C-18%,T-82%);36(

A-18%,G-82%);39(A-1
8%,G-82%);47(G-54%,
T-46%);51(C-44%,A-5

6%);72(G-56%, T-44%)
:78(G-63%,C-37%);86(
C-63%,G-37%):90(C-9
8%):108(A-5%,G-95%)
:114(A-44%,G-56%); 1

27(C-63%,T-37%);143(
C-82%,T-18%);147(C-

54%,T-46%);166(G-98
%); 184(A-18%,G-82%)
:191(G-63%,A-37%);1

96(G-18%,A-82%);208
(A-11%,G-89%)

CAAGA;
G:G;C.CG;
G:.CT.CG;
A;G;G,G

T.G;G;G;A;
G;C,G:CG;
G.T;C.C,G;
G;AAA

496

chr6

TTTTTCCTACATGT
CAGCGGCC

AGTACAGAACTCCG
GCGC

34(G-98%);118(G-28%
LA-72%);204(C-99%)

G;A;C

G;G;C

497

chr6

TTAGTCCCAGCTCT
TGTGAACATAA

CGTCCTAACAGAAT
TAATGTTGGCA

125(G-98%);137(C-94

%, T-6%);138(A-94%,T
-6%);176(G-94%,T-6%
);184(C-93%,T-7%);18
6(G-6%,T-94%)

G;C;A;G;C;
T

G;C;A;G;C;
T

498

chr6

CCGTGCAGCACCA
ATTATATAACAA

GGAAGGGTAAGTAC
CTACATCATTT

39(C-89%, T-11%);174(
C-28%,A-72%);224(A-
28%.,C-72%)

C;A;C

C;A;C

499

chr7

TGTTTTGGTCCAAC
TCGTCTAAATG

ATTTCTTGATAGGCC
ACTGGGTATT

88(G-51%,T-49%):93(
G-82%,T-18%);130(G-
18%,T-82%);139(G-51
%, T-49%); 164(C-18%,
T-82%)

T;G;T;T;T

T;G;T;T;T

500

chr7

CATCCTCATTGAA
GGAGAGCTAGG

CGGTTGAAAAGCTC
AAGAAAATCAA

56(G-27%,C-73%);59(

C-14%,G-86%);95(C-7
5%,T-25%);101(C-75%
,G-25%);122(C-99%); 1
26(C-86%, T-14%);127(
A-14%,G-86%);137(C-
99%):146(A-86%,T-14

%)

C;G;C;C;C;
C;G;CA

C.G;T;G;C;
C;G;CA

501

chr7

TTAAGGATGGTGC
TAGAAATCTTGC

TATCTGTTTCCTGGT
ATCAGCTAGC

59(G-99%);61(C-99%);
73(C-35%, T-65%);89(
A-35%,G-65%);98(G-9
9%):108(A-76%,T-23
%);110(A-99%);120(T-
99%):139(T-99%);140(
A-99%)

G;C,CAG;
AATTA

G;C;T;G;G;
AATTA

502

chr7

GGCATCCTTTGGT
GGAGGAC

CACCAAGCACTCCT
CCTCCTG

32(A-98%);40(C-73%,
T-27%);51(G-98%);53(
C-29%,T-71%);55(G-9
9%);70(A-99%):87(G-
28%,A-72%):95(A-27
%,G-73%);103(G-98%)
:105(C-28%,T-72%);10
6(C-27%,G-73%);119(
A-98%);121(C-27%,G-
73%);129(G-98%);156(
G-28%,A-72%);158(C-
99%):169(T-98%);173(
G-98%);192(C-78%,T-
22%)

A;CGiTiG;
AAGGT,
G:A;G;GA;
C.T.G;T

A;CGiT:G;
AAGGT,
G:A;G;GA;
C;T;G;C

503

chr7

CCAATATTACCCA

AAGGTTTCATAGGT

52(G-32%,A-68%):53(

A/G;C/T;C/

A;T;C;T;C,
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TCGTTCAACAGG

TCAAATGCACA

C-32%,T-68%);54(G-3
2%,C-68%);110(C-32
%, T-68%); 130(A-32%,
C-68%);153(G-98%);1
62(G-32%,A-68%)

G;C/T;A/C;
G;A/G

G;A

504

chr7

TACTTGAATTCCTG
AACGGTGAATG

CAGAGCAACCATTC
ATCCAACC

116(A-84%,T-16%);13
4(C-16%,T-84%):147(
C-63%,T-37%);174(A-
84%,T-16%);194(A-77
%,C-23%)

AT;CAA

AT, T;A;C

505

chr7

GTCCTTCAAGTGT
GGATGGATTTTC

TTAATATACCTGTG
AACCTCGAGCG

147(G-24%,A-76%);16
1(G-37%,C-63%);170(
G-24%,A-76%);171(A-
24%,T-76%):212(A-28
%, T-72%);217(A-24%,
C-76%):221(A-24%,G-
76%)

A;G; AT T,
C;G

A;CAT;A;
C;G

506

chr?7

CTGCTGATTATAG
CGAGGCTCATC

AAATTGACTTGCGA
TCTGACAACC

61(C-17%,T-83%);106(
C-83%,T-17%);108(G-

17%,A-83%);117(G-17
%,A-83%);120(A-17%,
C-54%,G-29%);123(A-
71%,G-29%); 124(A-17
%,G-83%);135(C-83%,
T-17%);137(C-17%,T-

83%);140(G-17%,A-83
%);166(C-83%,T-17%)
:171(G-17%,A-83%);2

02(G-17%,C-83%):221

(C-83%,T-17%);238(G
-17%,A-83%);243(A-1

7%,G-83%)

T.C;AA;C,
A;G,CT;A;
CACCA;
G

T.C;AA;C,
A;GCT;A;
CACCA;
G

507

chr7

GGATTGCACTAAG
AAGACCATTGAT

TCTAGTCAGTGATC
AAGGCTATGAA

86(G-96%);93(G-58%,
A-42%):115(C-96%);1
18(C-96%);124(G-96%
):127(G-96%);132(C-9
6%);139(G-58%,A-42
%); 190(A-54%,G-46%)
:197(T-96%);212(C-96
%):225(C-96%):242(C-
97%)

G;G;C;C;G;
G;C;G;A;T;
C,C;C

G;G;C;C:G;
G;C;G;A;T;
C,C;C

508

chr7

GTACTTGGTGATG
CGGCAATTAATC

GAATGGTCAATGGA
GTGACTTGTTT

69(A-54%,G-46%);74(
C-46%,T-54%);102(A-
54%,G-46%);105(A-54
%,G-46%);115(C-46%,
T-54%);118(G-58%,A-
42%):151(G-54%,A-46
%):168(G-96%);231(G
-96%);248(G-31%,A-6
9%)

AT AAT,
G;G;G;G;A

AT AAT,
G;G;G;G;A

509

chr?7

ACCAAGTCCAACC
AGCATATCATAT

GCAGGCATCTATTT
GACAGGTTAAG

97(C-49%, T-51%);99(

G-51%,A-49%);101(G-
51%,T-49%);108(A-49
%, T-51%);109(G-51%,
T-49%);111(A-51%,T-
49%)

T.G;G;T;G;
A

T.G;G;T;G;
A

510

chr?7

ATGCCCAAGTCAA
CTGATGTCATTA

TGAAAAACCATCAC
AATTTGGGAGT

69(A-20%,G-80%)

G

G

511

chr7

TCACCTTAAAGTT
ATTGGTTTCGCA

AGAGAGGTTGGCCA
GGTGA

110(A-75%,G-25%);11
8(C-80%, T-20%);124(
G-96%);126(C-97%):1

A;C;G;CC
C;G;C

A;C;G;CC
C;G;C
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31(C-85%,T-15%); 141(
C-85%,T-15%);156(G-

96%);232(C-85%,T-15

%)

39(A-75%,G-25%);98(
G-81%,A-19%);130(G-

TCAGCGCTAAATT | CAACTGTCACTGCC A:G:G:G:G; | AiG:G:G:G;

512 chr7 85%,A-15%);131(G-85 | HOGEGG | AGGGE
ACTATGAAAGCA | GGTTTTTC v sty 137(A20%. | € C

G-80%):138(C-97%)
TCCTCAGGAACTA | TCCCATTCCACTCTA
>13 chr7 AAACAATTTCGG TCATAAGCTT 127(T-96%) T T
48(G-97%):137(C-96%
GCACTTTGCATGA | CTCTGTGGCCTCTAC | );145(C-25%,T-75%);1 | o o o
>4 chr7 | TATTGTAAAAGCC | CAGTCATC 63(C-82%,A-18%):219 | FEGTGE | GET.EG
(G-96%)
55(C-82%,T-18%);90(
s1s 7 | ATCAAGATCTGGT | TITGTTGGACAAAT | T-98%):91(A-19%.G8 | -C;T:AIGC | -/CT:A/G:C
CTAGGTCAAGAG | AGGGAAACTGT 19%);128(C-81%,T-19% | /T;A/C IT;A/C
):157(A-22%,C-78%)
80(G-80%,A-20%);98(
C-34%,T-66%):120(C-
80%,T-20%);122(G-80
S16 7 | CTTGGGGATTCCA | AAAATCACCTTGGG | %A-20%):124(C-96%) | GT:GGIC; | AGTSAC
TACCTCTGTG CTCCTCCTTAA 131(C-8%.T-92%):169 | T:T:C;A T.C;T;G
(C-27%,T-73%):204(C-
80%, T-20%):227(A-73
%,G-27%)
74(C-64%,T-36%),99(
C-60%,T-40%):119(G-
AGAACGAAAATTA | 4 coninrnone o [ 99%R142(CSO%T-50 | oo | cogrmc

517 ch7 | GITTTATAGCATCC | A2 iAT L Eh %) 164(C95%T-5%); | (> oo
A 165(G-44%,A-56%);16 | e

7(A-50%,C-50%);199(
C-95%,T-5%)

69(A-74%,G-26%); 142
(G-36%,A-64%);149(A
-80%,G-20%);179(C-3

S8 7 | TGGCGAACTTATC | ACAGAAGTTTCTCA | 4%.T-66%)211(A34 | AGATG: | GAGTG:

TTTTTCCAAGAG | AAATCAACAGAGT | %,G-66%);216(A-37%, | AT:C G.C.T
G-63%):226(C-26%,T-
74%):236(C-74% T-26
%)
85(A-65%,T-35%):86(
V) 0, .
s19 7 | CATTAATCCAGAG | GCAGCAAAAGAACA g%?{;ﬁ?_g;(’,};i?g;’f T.GGTA; | AAGTA;
CTTGTTGGTGAT | AGGCTTTATTT oo lscost | T C
35%)
60(A-11%,G-89%):65(
A-6%,G-94%);105(G-6
%, A-94%):110(C-87%,
T-13%);122(A-44%,T- e AT (A (A

520 7 | ATGCTCACGTAAA | TGTTTCCTAAAAAT | 56%):136(G-13% A-87 232:23%3 gfgj?’gjg’
CACTAGTGTAGA | ATATTTGCTTGGTCA | %):138(A-35%.G65%) | p o0 | OGS

159(G-35%,T-65%); 16
0(C-24%,T-76%):219(
C-95%):238(C-76%,T-
24%)

1 w7 | TATTTAGGGGAAG | TGATTTGTTTCTGAC | 131(A43%G-57%):13 | , G
CAATCACTCCAA | GGCATTTGAT 2(G-48%,A-52%) ; ;
GAGTTGCAACTGA | GCTGCTTGAGTTTGT

522 chrT | | AT T ATe 46(C-96%);56(C-96%) | C:C c.C
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85(G-23%,A-77%):130
(C-35%,G-65%);133(A
-58%,G-42%);167(C-2

CCCCTGATATAAG | ATGTTCGAACTTTTC ACAAT; | AGAAT;
523 chr7 3%,A-77%);177(A-65 i i
TGCACATCAGTA TGTCTTCTGC % 1-35%):178(G-58%, GG GG
T-42%);229(A-23%,G-
77%)
524 chr7 é}?é%{?g;{iéﬁ(i gggggggi‘?gf e No_variant No_variant No_variant
525 chr7 Sggggiéggéf A Sg”?é:é”l?(?g TGCAA No_variant No_variant No_variant
48(A-28%,T-72%):83(
C-28%,T-72%);87(C-2
8%,G-72%);93(A-28%,
G-72%);96(A-28%,G-7
CTTTCTTGTGCCTT | CACGCCCCTTTCCCT | 2/0100(C-88%,T-12% | T;TG:GG; | TT:G:GiGs
526 chr?7 CAAAGTTCCTC CcTC );102(C-72%,T-28%);1 | C;C;G;C;G; | T;C;G;C;G;
11(C-28%,G-72%);115 | G;A;T G;A;T
(C-72%,T-28%);119(G
-99%);164(A-28%,G-7
2%);170(G-28%,A-72
%);207(C-28%,T-72%)
42(G-5%,C-95%);64(A
-94%, T-6%);68(G-6%,
527 che7 GGTCGGGCGTGGA | TTGCTATCCCTAAA | A-94%);77(C-66%,T-3 | C;A;A;C;G; | CAA;C;G;
AACTT AACTGCTAGGA 4%);79(G-99%);89(C-2 | T;C T;C
8%,T-72%);134(C-66%
,T-34%)
47(A-94%,T-6%);50(A
0, 0, . 0,
58 che7 CGTACAAGGTCAT | AGATCGAGGAGCTA :g_/g;%'?l‘%()f_%(jz"?f‘ﬁ A:CATA; | A;CATA;
GAATGATGGTTC CACTTGTTTTA Yoy: 179(G-6% A-94%): T T
181(C-26%,T-74%)
36(C-26%,T-74%);41(
A-26%,G-74%);61(A-2
0, V) . 0,
529 chr7 TTCCAGGAGTACT | CCAACACACGCATA gﬁ’é:;‘;%;ggggﬁig? T:G:G;G:G; | T:G;G:G:G;
AGCAAATGTTCC TCTTTCTAGTC T26%):117(C.74% T- G;C;C;T G;C;C;T
26%);128(G-26%,C-74
%);181(C-26%,T-74%)
44(C-26%,T-74%);57(
A-26%,G-74%);157(C-
26%,T-74%);159(G-26
530 chr? GATCGCTTCTTCAT | GAGCAACAACAGAG | %,A-74%);200(C-74%, | T;G;T;A;C; | T;G;T;A;C;
GAAAACTAGGG GCAAGATTTAA T-26%);208(C-26%,T- | T;G;C;G T;G;C;G
74%);209(A-26%,G-74
%);212(C-74%,T-26%)
1245(C-26%,G-74%)
97(C-19%,G-81%);100
GCTAGACTTGAGC | GAGTAACGAGAGCT | (G-19%,A-81%);131(C | ., . .
331 chr7 | TCACATCACTT TATAGTTTCGC 290%):152(A-82%,T-1 | FAGA | GAGA
8%)
T4(G-54%,T-46%);82(
AGGTGGTAGATGAT
TATGTCAGTTAGTC G-46%,A-54%);154(A- | ~ , . e
532 chr7 CGATCTACACC ?TCATAACTTATGG 46%.G.54%):220(C-54 G;A;G;C G;A;G;C
%,T-46%)
45(G-51%,A-49%);71(
V) 0, .
533 chr7 AACATGCCTAAGT | GATTCTAGCTCACG ggf%;g;jg 1/‘35?2(_(7}81 AGACT; | A;GA;CT;
GATCACATTGTC TGGGATCAA ’ ’ CA;T;A CAT;A

%,T-24%);108(G-24%,
T-76%);129(C-98%);1

47



NY/T XXXX—202X

42(G-51%,A-49%);170
(C-36%,T-64%);205(A
-98%)

534

chr7

ACTGCCGTTAGCT
ATAATGTGGTAA

TGGTTAAGTCTTATT
ACTGTCAGCA

58(C-97%);67(C-27%,
G-73%);71(C-63%,T-3
7%);124(C-37%,A-63
%);134(A-37%,C-63%)
:150(A-37%,G-63%); 1
73(G-63%,T-37%);203
(A-37%,G-63%)

C;G;C;AC;
G;G;G

C;G;C;AC,
G;G;G

535

chr7

GTCCACTAAAACG
TGTCCTACTCTA

AGAAACATGATGAG
TCCGTGCT

107(A-92%,T-8%);126
(G-8%,A-92%):127(G-

8%,A-92%);137(A-8%,
T-92%);150(C-8%,T-9

2%);168(A-9%,G-91%)
:180(C-92%,T-8%)

AAA T T,
G;C

AAA T T,
G;C

536

chr7

GGAGGAGCGAGGA
GGAGA

GAAGCAACAATTAG
CATTAATATGGAA

51(C-5%,T-95%);66(C-
95%,T-5%);73(A-5%,
G-95%);79(A-5%,G-95
%):86(G-5%,A-95%);9
6(C-9%,T-91%);97(A-
5%,G-95%);121(A-5%,
G-95%);147(G-5%,A-9
5%);151(C-95%,T-5%)
:152(A-5%,T-95%);166
(A-5%,T-95%);188(G-
5%,A-95%);197(G-5%,
A-95%);200(C-95%,T-
5%):211(C-5%,T-95%)
:218(G-5%,C-95%)

T;C;G;G;A;
T.G;G;A;C;
T.T;A;AC
T;C

T.C;G:G:A;
T.G;G;A;C;
T.T;AAC
T;C

537

chr7

ATCTTTACCTTCGC
CCTGTTGTTC

TGCCAACGTAACAA
ATCACACATTA

89(G-30%,C-70%):;95(
G-9%,A-91%);113(G-9
%,A-91%)

CAA

CAA

538

chr7

TGAACATCCTGTA
ATTCAAGGTCTTG

AGCTGCATCTCAGT
ATGACGG

91(G-75%,T-25%); 118
(G-32%,T-68%);121(C
-89%,T-11%);126(A-3
2%,G-68%);147(G-25

%, T-75%);148(C-32%,
T-68%)

G;T;C,G;T;
T

G.T;,C.G:T;
T

539

chr7

TCTTTGACGCTAA
GGTCTGCAC

CTATGGGCCTACTG
TTCTAATACCC

60(C-89%,T-11%):80(
C-11%,A-89%);101(T-
98%); 114(C-98%); 145(
C-11%,T-89%)

CAT.C,T

CAT,C,T

540

chr7

TCGTCCACCATAA
TTCCATGAGTAT

CATGCCCATTTGAA
TATACCCATGT

64(C-57%,A-42%);105
(C-43%,T-57%);106(G
-57%,T-42%);171(A-4
2%,T-57%);179(G-10
%,T-90%);210(A-53%,
T-47%)

C,T;G;T;T;
T

ACTLACT,
A

541

chr7

ACTAAAGTTTAGC
GCATCGTATCAA

ACTAATCAGAGGAT
TAAACATGAGCT

93(G-17%,A-83%);119
(G-84%,T-16%);124(G
-99%);126(T-99%);134
(C-16%,T-84%);143(G
-16%,A-84%);147(C-9
9%)

G;T;G;T;C;
G;C

AGGT;T;
A;C

542

chr7

TGTGTTTCCTATCT
ACGGAATCTCC

AAAGAGAACGGGG
AGTTTGAGAATA

67(A-57%,G-43%);77(
G-57%,A-43%);116(C-
57%,T-43%);119(C-57
%,T-43%);126(A-57%,
G-43%);129(C-64%,T-
36%);166(G-98%)

A;GiC,CA;
C,G

G;A;T;T;G;
C,G
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543

chr7

TGACTCGGCACTT
ATAGAGAAACAA

GGTTGGGAATTTGG
AAATGGAGATT

81(A-32%,G-68%);91(
A-68%,T-32%);130(G-
32%,A-68%); 136(A-32
%,G-68%);163(A-32%,
G-68%);198(C-32%,G-
68%)

A;T,G;AA;
C

G;AA;G;G;
G

544

chr7

TTTGGTGCTTTTGA
TGTGAGTTGAC

ATAAGCGCTTAAAT
TTCGTATTGAGT

39(C-86%, T-14%);83(
A-95%):96(C-14%,T-8
6%);100(G-14%,C-86
%):109(G-95%);129(C-
14%,T-86%);156(G-14
%,A-86%)

CAT.CG;
T;A

CAT.CG;
T;A

545

chr7

ATTGTGATAGTGC
CAAAGGACAAAG

CGTGACTCCTGAAT
CCTGATGG

144(A-24%,G-76%);15
8(C-23%,A-77%);173(
C-23%,T-77%);227(C-
77%,T-23%)

A;C,C;T

G;A;T;,C

546

chr7

ATGGATTAATCTG
TAAGGCCTTAGC

CCGTCATTGGCAAA
GCTTAAAGATA

40(A-10%,G-90%);76(
G-10%,A-90%);95(C-1
0%,T-90%);125(A-10
%,G-90%);133(C-90%,
T-10%);161(G-10%,A-
90%):162(A-10%,G-90
%)

G:AT;G;C;
AG

G:AT;G;C;
AG

547

chr7

GAGACGTATAAAA
TAACCATCGGGC

CCTTTGTTCTCTCAA
TCTCTGCTTG

37(G-10%,T-90%);38(
A-10%,G-90%);40(G-8
8%,T-12%);44(A-12%,
G-88%);82(G-98%):85
(C-50%,T-50%);87(A-
98%):94(G-10%,A-90
%);100(G-10%,A-90%)
:122(G-12%,A-88%); 1
27(G-98%);140(C-98%
):148(G-12%,C-88%); 1
61(G-10%,T-90%);166
(C-12%,T-88%);168(G
-98%);170(G-98%);178
(G-10%,A-90%):210(G
-88%,T-12%)

T.G;G:G:G;
CAAAA,
G;C,CT.T,

G;G;A;G

T.G;G:G:G;
T AAAA;
G;C;C,T;T;
G;G;A;G

548

chr?7

TTAGGCCTGCCTAT
TAGCAAGTTAT

CCTAGAGGAGGTGG
TAATACCA

44(A-8%,G-92%);121(
C-70%,T-30%);135(C-
10%,T-90%);141(C-79
%, T-21%);143(C-23%,
T-77%);145(G-11%,T-
89%);150(C-90%, T-10
%):166(C-30%,G-70%)
:167(C-89%,T-11%);16
8(A-8%,G-92%)

G;C,T,C;T;
T;C;G;C;G

G;C,T;C;T;
T;C;G;C;G

549

chr7

TACCACGTCAGTA
TAAGAAGCAACA

TTGTCACCTCGACCT
AGGCATA

52(C-93%,T-7%);128(
C-7%,T-93%);130(C-7
%,T-93%);133(A-7%,
G-93%);141(G-7%,A-9
3%);152(A-99%);167(
C-7%,T-93%):201(C-7
%,T-93%):205(G-7%,
A-93%);208(A-7%,G-9
3%):209(A-7%.,G-93%)

C,T;T;G;A;
AT, T;AG;
G

C,T;T;G;A;
AT, T;AG;
G

550

chr7

GTAATAAGCCGCC
TTTCAGTTAGGA

CCTGAGGAGCTCCA
CCAAAAC

99(C-39%,T-61%);102(
C-61%,T-39%);104(G-
99%);106(C-39%,G-61
%);113(G-39%,A-61%)
;115(C-62%,T-38%);12

C;T;G;C;G;
T;T;C;C;G;
AA

C;T;G;C;G;
T;T;C;C;G;
AA
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3(C-62%,T-38%);127(
C-84%,T-16%);130(C-

99%):154(G-99%);178(
A-38%,G-62%);222(A-
38%,G-62%)

58(C-54%, T-46%);168(

AGATCATTTAATTC
TCATTCTCTTAGCA C-60%,T-40%);200(C- P P
551 chr7 TGAAACATTTTGA éﬁCATTAGATGAAC 60%.T-40%):219(C-40 T;C;C;T T;C;C;T
%,T-60%)
153(G-86%,T-14%);16
TTCGCGTTTTTGTT | CTATTTTCACAATGG | 4(G-32%,T-68%);165( . A
332 chr7 1 1GCTGTTG CATAGGTGGA A-18%,G-82%):229(C- | FTG:C GT.GC
86%,T-14%)
44(C-66%,T-34%);48(
A-66%,G-34%);66(G-6
6%,A-34%);98(C-66%,
G-34%);112(C-34%,T- Ao (T ACCT
553 cht? ATTCAAACGAGCT TCCTTCCTAGAAAA 66%);116(G-66%,A-34 giéﬁgfgfé’, giéﬁgfgfé’,
CAAAACCGTC TTTGCATGAATT %);135(G-66%,T-34%) T, T T, T
;138(C-66%,G-34%);1
58(C-66%,T-34%);195(
G-66%,A-34%);209(C-
66%,T-34%)
TGATGTCTTATGCT | AGGGAGTATATGAT . . .
554 chr7 TGCACAAATGA TTTGAGCTAAAGA No_variant No_variant No_variant
CAGAAGCAGGGGG | GTGTAGACGGTCTG . . .
555 chr7 ACATGATC GATGGG No_variant No_variant No_variant
TGTTACTAGGTAG CTGCATGCATTCGTT . . .
556 chr7 CCTGTCTCTGTA TCTCCTC No_variant No_variant No_variant
GGTATAAAACATC | TGAATTGCTGGTGA . . .
557 chr7 GACATCTGGC TGGGGTAG No_variant No_variant No_variant
558 chr7 ACTCAACAAAGGC | CGTGATCAAGCTAG No_variant No_variant No_variant
TTAGATACCTACA AAATCTCCAAG - - -
TCCAAACAGGATC | TAAAAGTTGCACTT . . .
559 chr7 CAACTAAAGTTT AAGTGGCCATT No_variant No_variant No_variant
127(C-98%);161(G-50
GAGATGGAAAAGA | GTAGGCCTACCGCT . . ) .
560 chr7 AGATTCAGGCAA ATTTGGTC Z),;F(-)E/O)%),ZOI(A—SO%, C;G;G C;G/T;A/G
= 0
TCCCATAACTGATT
ATTTGTCCAGTTCT . . .
561 chr7 TCTTCAATGCT é?GTAAGAACAAAA No_variant No_variant No_variant
ACTTTTGGTGCAA CATAGTAGGGCGGT . . .
562 chr7 GGTTGTGAC ATTGGAGAC No_variant No_variant No_variant
GGTCCCTGCCTCAT | AGGTTCACCTATAT o
263 chr7 | CTTATATTTCC CCTTGCTGATG 147(C-99%) C C
41(G-98%);47(G-98%)
. _OR0/). _
564 chr7 CAGTACTTGAGGT CGATATGCAGTGTT (’2 5(1%;(%?9)5’&}’/30)6 (2%39(2_ G;G;G;G;T; | G:G;G;G;T;
TGAGGATGGATG TGAAGCTAACT 98%):227(G-98%):228( C;G;G C;G;G
G-98%)
70(C-97%);77(C-37%,
_620/)- _00Q0/.)-
565 cht? AGACTATCAGAAG | ATGAAGCTAAAGTT é 23;0//0)196(;: /9)99/002553( C.T;A;A;G; | CT;AAG;
- 0’ - o b 7 . .
ATGCTGTTAGCT TCTTGGGCAAA 7% G-63%):150(A-97 AA AA
%);192(A-97%)
GGAAGAGCTACAA | CTAGTGATTTGTCGC . . .
566 chr7 CTAATCATGTGC TCTTTCTTCC No_variant No_variant No_variant
_Q779/.)- _610
567 he7 AATGCTTCTGACA TAGATTTACCTCCA 95(?937)?)991&8(2‘31,? AGT AAG
chr GACTGAGACTAG | AAATGCCCAGA 32 70) O30, 5 435

-36%)

50




NY/T XXXX—202X

37(C-90%, T-10%);38(
A-30%,G-70%);41(C-7
0%, T-30%);89(G-90%,
A-10%);93(G-99%);12

7(C-80%,T-20%);130( C;G;C;A;G; | C;G;C;G;G;
568 chr7 i%égéCCCTCGAA EEE&?%AGTGGTTTT C-99%);138(T-99%);1 T;C;T;G;A; C;C;T;G;A;
46(A-10%,G-90%);147 | G;G;A;T G:G:G;G
(A-99%):151(G-99%);
161(A-30%,G-70%);19
2(G-80%,A-20%);193(
G-79%,T-21%)
47(A-20%,G-80%);53(
CAAGCAACTTGTA | GACATGGGCTGTCG | A:20%.G-80%):79(A-2 G;G;C;C;G; | G;G;C;C;G;
569 chr7 GATGTTGTGCA TTGACG 0%,C-80%);129(A-20 | T
%,C-80%);134(G-96%)
:153(C-60%, T-40%)
38(C-8%,A-92%):68(G
CTATAGAACTTTG | TACATCTTCCTGATT | -8%,A-92%);80(A-8%, | \ « . .
370 chr7 | GCTACGCTCCTG | TCCAGTCGTT G-92%):102(C-7%,T-9 | SAGTA | AAGTA
3%):118(G-8%,A-92%)
571 chr7 Sﬁ?gg}:g?gé\ GGA E?IT\CC?TTCT/SCTTC TTGGT No_variant No_variant No_variant
CTTACACTGGACTT | AATTTGACCTAAAC
372 chr7 1 GrrerGerec TTGCCGTAAGC 241(A-99%) A A
i . GAGTAGGAGTACT | CACACTTTTTGTAAT | 62(A-7%,T-93%):168( | 1. TG
CGGCTAAGC GGACCGGAC A-7%,G-93%) ’ ’
52(G-9%,A-91%);96(C
279%,T-21%);112(C-89
%, T-11%);132(G-9%,C
74 7 TGTCGAGGATAAT | GTCCCTTAGCTCGC | -91%);134(G-9%,A-91 | A;CC:CiA; | A;CCiCA,
TAAAAGCAATGGG | GTGC %):140(A-9%,C-91%); | C;C;A;A C:CAA
152(G-21%,C-79%);16
5(G-11%,A-89%):215(
G-9%,A-91%)
TGAAGGAACCAAC | CCACTAAGCTTGAC
375 chr7 ACCACATCTAC AATAGTTGAGT 83(C-13%,T-87%) T T
AAGATTCTTACCT | ACCTTGAATTTACAT
376 chr7 | ACAAAACCAGCA | TGCATGTCCA 113(G-98%) G G
40(A-34%,G-66%);79(
G-11%,T-89%);137(G-
95%);139(C-12%,T-88
%);142(G-82%, T-18%)
:152(A-99%);162(G-34
%,A-66%);165(C-87%,
T-13%);1%9(G-(34%,C- GTGTG; | GT.GT.G;
577 - CATGGAGCTAGCT | AMAGCAATGGGATA | (o i 0 Bed | AACCT; | AACCT
TGGATTTGATAT CTATTCCTATATAC ot PN C,G;C;C;G; | C,G;C;CiG;
%);193(C-99%);197(A- | CGGT
34%,G-66%);202(C-99 | 7 A
%):203(C-66%, T-34%)
:204(G-95%);216(C-74
%, T-26%);222(A-22%,
G-78%);230(A-18%,G-
82%):231(T-95%)
70(G-23%,T-77%):96(
TGGAGTGCCAACT | TCATTATCACTACGT | G-23%,C-77%);186(T- | . .. e
>78 chr8 | TTTAGGATTTTT | TGTGGTTGAC 98%);229(A-23%,G-77 | TG TETG
%)
38(T-99%);50(G-98%);
TGTATCAGTTTTCC | GCACTCATACGCTA
579 chr8 56(C-99%);109(G-7%, | T;G;C;T;G T;G;C;T;G
TAAGCCAAAGC ATTTCACTCAA T-93%): 128(G-99%)
580 chr8 AGGAGTAGTGACA | CTGGTATCATTCAAT | 42(A-7%,T-93%):45(C | T;G;C:T;G; | T;G;C;T;G;
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TTGATGCGATAA

CAACTGTGGG

7%,G-93%);46(A-7%,
C-93%):48(C-7%,T-93

%):87(A-7%,G-93%):9
3(A-93%,T-7%);103(G
7%,C-93%);106(A-7%
,C-93%):109(G-99%)

A;C;C;,G

A;C;C;,G

581

chr8

GGTTTTCCTACTAC
ATTGCAGGTTC

AGTAAACATCTTTCT
TTCCAACGCC

40(C-17%,T-83%):47(
G-98%);80(T-98%):87(
A-98%):127(T-98%);1
60(T-98%);167(C-99%
):172(T-98%)

T.G;T;A;T,
T,C;T

T.G;T;A;T,
T,C;T

582

chr8

GTCGAATGGCAGA
AGAGAAGAAATT

CGGAAAAAGGGTCC
TGTCCTG

71(C-18%, T-82%);75(
C-86%,T-14%);97(G-1
8%,A-82%);124(A-14
%,C-86%)

T;C;A;C

T;C;A;C

583

chr8

AGGTTTATTTGAG
ATGACCAATTGT

CTCTCCTGGTTCTCG
ATCAGC

85(G-99%);94(A-44%,
G-56%);113(C-11%,G-
89%);117(C-99%);139(
G-42%,A-58%);144(C-
57%,T-43%);163(A-57
%, T-43%);211(A-42%,
G-58%);223(C-57%,A-
43%)

G;A;G;C;G;
T;T;A;C

G;G;C;CA;
C;A;G;C

584

chr8

ACGAGGAACTGAA
CAAAGATTCAAC

CTCAGTTGCTCTGTT
CTGGACTC

80(C-90%,T-10%);101(
G-40%,A-60%);116(G-
10%,A-90%);117(A-40
%,C-46%,T-14%)

C,GAA

C.AA;T

585

chr8

GGTCAAACTTGAG
ATATACTTTGACCC

TGCCATTTCTAAGGT
GTGTCTAAAC

46(A-53%,G-47%);58(
G-53%,A-47%);62(C-5
3%,G-47%);65(G-53%,
A-47%):87(C-53%,A-4
7%):91(G-99%):97(G-

53%,A-47%);129(G-53
%,A-47%);202(C-53%,
T-47%);211(C-47%,T-

53%):232(C-53%,T-47

%):233(C-53%,G-47%)
252(A-53%,G-47%)

G;A;G;AA;
G;AAT;C,
T;G;G

A/G;A/G;C/
G;A/G;A/C;
G;A/G;A/G;
C/T;C/T;C/
T;C/G;A/G

586

chr8

CTGCTTTCGAGTAT
GCCAGTTAAC

CTGATTTGTACTTTG
TCACCTTTGC

52(G-25%,A-75%):58(
C-6%,T-94%):68(A-75
%,T-25%);91(C-39%, T
-61%);118(G-25%,A-7
5%);128(G-25%,T-75
%);134(G-25%,T-75%)
:144(C-75%,T-25%):17
1(G-25%,A-75%)

G;T;T;C;G;
G;G;T;G

AT A;CA;
T;T;C;A

587

chr8

CATGCATGGGACC
ATAGTACTTTTG

GATCCTCTATCACC
ATACCTCTTCC

50(C-70%,G-30%);52(
A-70%,C-30%);55(C-7
0%, T-30%);130(C-30%
,T-70%);163(T-96%)

C.AC,T;T

G;C,T.C;T

588

chr8

AAGGCCTCCAAGA
ATCGAAAATTTC

AGTACTTGCGAAGT
GATTCATGAAA

113(G-29%,A-71%);19
6(C-29%,T-71%)

AT

A/G;C/T

589

chr8

TGCTTCTCTATGTG
TATTTTGTACGT

TCGGAAAGACGTGA
GATCGC

53(G-40%,A-60%); 105
(A-99%);147(G-99%)

G;A;G

AAG

590

chr8

AATAATATAGGAG
TTGTTGCGCACG

CTCTTGATGAACAC
TACAACCGTAC

76(T-97%):82(G-99%);
91(C-52%,T-48%);131(
G-91%,T-9%);236(C-4
4%,G-56%);246(G-99
%);254(T-98%)

T;G;T;G;C;
G;T

T.G;C;G;G;
G;T

591

chr8

ATGTTTGCTCAGAT
GATGATGATGG

TGCAGACGAAACAT
AGAAAGGAATT

133(C-97%);135(G-99
%)

C.G

C,G
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592

chr8

TCGTAGGGATACG
TTGCGTG

CGATCTCGTGAAAC
AACTGTCCA

31(C-40%,T-60%);34(

C-96%);42(C-40%,T-6
0%);48(C-78%,T-22%)
:50(G-99%);66(C-60%,
A-40%);70(A-16%,G-8
49%):76(G-40%,T-60%)
:84(C-99%):85(G-60%,
A-40%):86(C-46%,T-5
49%):88(G-60%,A-40%)
:90(C-22%, T-78%);100
(C-99%);109(C-45%,T-
55%);112(C-87%,T-13

%);113(C-60%, T-40%)
:114(G-97%);115(A-25
%,G-75%);128(C-40%,
T-60%);133(C-16%,T-

84%);135(G-60%,T-40
%);139(C-60%, T-40%)
:145(C-16%,T-84%);14
8(G-40%,T-60%);156(

A-78%,T-22%);164(A-
39%,G-61%);166(C-40
%, T-60%); 167(C-15%,
T-85%);168(C-84%,T-

16%);169(G-60%,C-40
%);170(G-97%);172(A
-60%,G-40%);189(A-6
0%,G-40%);196(C-60

%, T-40%);205(A-60%,
T-40%);213(A-19%,G-
81%):216(C-95%);219(
A-22%,G-78%);220(A-
40%,T-60%);235(C-60
%, T-40%);237(G-99%)

T.C;T;C,G;

CAT;,CG;
T.G;T;C;T;

C,C,GGT;
C.G;C,CiT,
AGT;CT,

G:G;AAC;
AACGT,
C,G

C,C,C,CG;
AG;G;CA;
CAT;,CT,

C.T;G;G;C;
T.T.T,T;G;

A;GC TG
C;G;G:G:T;
T.G;C.G:A;
TG

593

chr8

CATTTGCAGCAAG
GGGGTATG

GTGAACTGGAAGAA
GGTAATTTAGACC

34(T-96%);57(A-98%);
58(G-99%);65(C-96%);
79(A-99%);126(G-48%
LA-52%):161(C-36%,G
-64%);180(A-46%,G-5
4%)

T;A;G;C;A;
G;C;A

T;A;G;C;A;
A;G;G

594

chr8

TTTTGAATGTGTGC
TGGCAAGTTT

ATATGCCGCCGTTT
GAGAC

84(A-98%);125(C-27%
[ T-73%);229(C-95%);2
40(G-27%,A-73%)

A;T,CA

A;T,CA

595

chr8

TATCATCGACCAT
CCTGAGGATAT

CAATCTCTAAGCAC
CCTCCTCAA

44(A-96%);53(C-99%);
94(A-99%);134(G-36%
LA-64%)

ACAA

ACAA

596

chr8

TCAAGGTTACCAA
ACTTCCGACTTA

ACGTCTTTGAATGC
CTAATGTAACT

45(C-92%,T-8%):77(G
-8%,A-92%)

CA

CA

597

chr8

AATCCTGATTTACC
TGAAGCCTTGA

TCTGTGAAAAATAA
AAGCAATGAAGCA

40(C-99%);88(C-28%,
T-72%);150(A-99%)

C,CA

C,T;A

598

chr8

CATAAGGACCTTA
CCGCCTAAGAAG

AGCCTATGCCAAGA
TTTAGTAAAGA

61(C-66%, T-34%);120(
A-10%,G-90%);129(C-
94%,T-6%); 149(A-10
%,G-90%);156(A-10%,
C-90%);182(A-6%,G-9
4%):210(G-97%)

T;G;C;G;C;
G;G

C/T;G;C;G;
C.G,G

599

chr8

TTATAAACGGAGG
GATGAGCTTGAT

AATTCAATCCAACC
AACAAACAGGA

53(G-96%);63(C-68%,
T-32%);77(G-96%); 12
8(G-28%,A-72%):158(
A-28%,G-72%);162(C-
96%)

G;T;G;G;A;
C

G;C;G;A;G;
C
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CAACTCTGTGTAT

GAGAGTGGAGATGG

160(A-98%);165(A-49

600 chr8 AAAACTACCCACA | AGAGTGC %,G-51%) AA AG
ATCATCAGGGAAG | TATTAACCAGGATA o
601 chr8 GGATGGTGTC AAAGGGGGTGG 148(A-93%,T-7%) AT A
GTCTTAGCATTTCT | AACGATCACAAGTA
602 chr8 TTGAGATGAGCA | AATCCACAAGC 206(C-52%,T-48%) ¢ T
39(C-99%);68(T-99%);
603 g CTCAACTTCTCGTC | GTAGCCAACGCCAC | 80(G-99%):101(G-99% | C:T:G;G:C; | C:T;G;G;T;
GGGAGGA GGAC ):102(C-28%,T-72%):1 | T T
32(T-99%)
AAAGATCAAACAA | ACATATAAAGGAGT | 62(A-74%,G-26%);130 | . . .
604 chr8 | ATCAGCTGATGT | GACTGTAGGGC (G-99%):161(G-98%) | GO GGG
55(A-98%):83(A-18%,
CTAGTGCCTGACA | TTATGCGATAGTGT e . . .
605 chr8 TAAAGCACAAAA | GTCTTCTCGAC ?6'32)@’120(024””“ AGT AGT
0
606 i TGGATCAGTGTCA | CTAGCCATCAAATG | 40(C-81%,T-19%)72( | (..~ cc
ATAATCCACAAA | CCAAGTTACAA A-19%,C-81%) ’ ’
507 g CCCCTTTGTGAAA | AGCTATTTGGCAAA |\~ . No variant | No variant
¢ ATTCTCCAACAT GAAGACACAAT 0_vara o_varia o_varia
608 i TTTTAGTCAAATA | TTCAATCCCCACAA | 47(A70%,C-30%):96( | , - cc
GCAGAGGAGGTG | GATCTTCATCT C-30%,T-70%) > ’
76(T-98%);90(A-71%,
700/ _140 _
609 chr8 TGATCTCCATTCTC | GTCTCGTCTATCAGT 56%/9)'/(1)31;3?33(?9‘}/42)?1 T;T;A;C;T; T;A;G;A;G;
0), - 0,A-
CACTGTCAATT GATATGCAGT Y1671 T 20%) | T C
:178(C-66%,T-34%)
35(A-24%,G-76%):43(
GTGTGCTGTGCTG | AGCCATTTCATTCTT : N . N
610 chrs8 ATGTTCATAA TTCTGGATGA 5}9-06/9) %0,A-31%);102(A- | A/G;G;A GAA
(1]
118(G-99%);160(T-99
TCTACTAGGCAAA | TGTTGGATTCATTGC | , - 0 o o
611 chrs8 AGCTIAAGTOCA | ATATCTACCA %);174(T-99%);188(G- | G;T;T;T G.T;T;:G
55%,T-45%)
76(C-36%,A-64%);182
CTGTCCACACAAA | GCATAGGCATTGGG | (C-94%,T-6%);186(A- | . . .. e
612 chrg CTAAACCACTAC ATTTGATTGA 99%):216(C-72%,G-28 | SCAC AGAG
%)
39(G-99%):46(G-99%)
:54(C-99%):68(A-46%,
G-54%);71(C-93%,T-7
%):80(G-99%):84(A-4
6%,G-54%):85(G-46%, | o\ o | GGCAC/
- 0/ - 0, _ Pttt S gl (YA
613 i AGAGTTCCTGTTC | AGGTAATCTGAGTC ?0 /5)‘,‘1/("))3’(9(3}(4?606/5 :”243 GA;G:T;G; %gf‘é/’g’é\_/
0), = 0,2~ T BB sy
ACCTACACATC GTATTGCAAGT Yoy, 104(C-03% T 7%) gTS,T,C,G, LCGOT
106(C-99%);123(C-54 g C
%, T-46%); 124(C-45%,
T-55%);133(G-99%); 1
81(C-93%,T-7%);182(
C-98%)
39(C-35%, T-65%);46(
A-6%,G-94%);53(G-99
%):62(G-67%,T-33%);
67(A-33%,G-67%);85(
_0R0/): _Q70/)-
ATGGAAGGATCCC | ACGACTAGGTGGCC | S98%):108(C-97%):1 | CG:GT:A; | T.G:G:G:G;
614 chr8 TGGAGGTG TTTGTG 29(G-39%,T-61%);137 | C;C;G;G;G; | C;C;T;A;G;
(G-39%,A-61%):149(G | G:GT;G:A | A:A:C:G;G

-96%);156(G-35%,A-6
5%);161(G-37%,A-63
%);185(C-65%,T-35%)
:196(A-6%,G-94%);21
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3(A-33%,G-67%)

CCTACCATTTTGCA | GGGCAACATTGATT
615 chr8 ACATAGTCCAA TCCTAATTAAGC 185(C-8%,T-92%) T T
62(A-35%,G-65%);114
_Q0 _QN0/). .
616 g TCACCACCACTAG | GATCTAGCCCCACA ;;)ST/_"é‘;%Q_I/‘;)é}é%g% AATCT;, | GATCC;
AGAAGAATACC ATCAGGTC 1203(C-65%.T.35%)2 | € T
09(C-50%, T-50%)
617 i ACCCTTTTGCAAG | CTCACCAGCAGGAA | 125(G-46%,A-54%);12 | . AA
ATTAATTGAAACT | GTTCAGG 8(G-7%,A-93%) ; ’
56(C-79%,T-21%); 118(
618 - CACGTTGAGTCGT | GTGCCTCCGATCGC | 5ey "t o o | cuacc CGC
TGGCATTAC CTGA
92%,T-8%)
102(C-65%,T-35%);13
3(G-98%):144(C-92%,
619 g TAGGAAGGTGGAG | CTACCACAACCACT | T-8%);188(A-8%,G-92 | T;G;C;G:T; | C:G;C;G:C;
TGACGGTT AGGCCA %):194(C-65%,T-35%) | G;C G:C
:196(G-98%);213(C-92
%, T-8%)
620 i GGCATATTAGTAC | CAAGAAAACTGAGT | 120(G-97%);122(C-92 | .- GoC
TAGTTGGAGGCT ATTCGTCCCG %, T-8%) ; ;
48(A-37%,G-63%);63(
C-10%,T-90%);80(G-4 AGT-A/G:
o1 g CTAGGCTGGACAG | TCCTGAACCTCCTCC | 8%,A-52%):85(A-36%, | ATTGAT; | )2 0
AACCGAAC ACGG G-64%);111(A-8%,G-5 | A:C ac
7%, T-35%);134(A-35 :
%,G-65%);150(C-98%)
54(C-95%);59(C-98%);
TATTATCACCAGTT | TTTCAGCTCTTCTAG | 100(G-98%):152(C-32 o P
622 chrg CTCCCCTAGGA AAACACGTTC 9%, T-68%): 174(G-32%, | SCGCG | GGGTC
C-68%)
CTTCCTCTTATGCT | TAAACGTGCTTTGG | 97(G-97%);141(C-94% | . . .
623 chr8 CGTACCGCAAT TGAGAGTAGTA ,T-6%):163(G-99%) GGG GGG
64 i TTATCAGGACCGG | TGGACACATATGTT | 152(C-90%,T-10%);16 | ., CA
CCAGAATCTTA TATATGAGCGA 0(A-99%) ’ ’
80(C-52%, T-48%);81(
- 0, _ 0, . -
65 - CACAGATCATACA | GCTTCATTGGATAT ‘g‘o /35CA’9’; /6)51/5)5’(1319(5 T:A:C:G:G; | C,C,CGA;
0,C- 0); -
AGCATGGCATAC | GAGTTTACCCC Yoy 169(C-35% A65%) | C T
:188(C-35%, T-65%)
49(G-99%);121(C-35%
- 0 . - 0 _
626 - GGTAAGGAAGTGA | GATAGGATCTTACG ’623%"%’31(%6(9%;;%2( G:C;G;C:G; | G;C/T;C/G;
0 9 - o > . .
CCAGATGTGC GCCATTGGG G965 246(A 35T | A C:G;A/T
65%)
54(G-98%);60(A-33%,
T-67%);81(C-99%);11
27 - g?é?ié;:éi%i? TTCTCCCAAGCAATT | 2(A-98%);207(G-33%, | G:A;C:AG; | GiT;C;AA;
TAA CGGTAAAT A-67%);219(C-69%,T- | T;T;C C;C;C
31%);243(C-69%,T-31
%):253(C-98%)
41(A-38%,C-62%):42(
_QRO/)- _Q70/.)-
68 g TCAGATCCGAAAT | AATAATGCAGAGTA égg(;’))jfggfc9;7/:,’/)3?ll( AACCC | CGACCC;
- 0), - 0), . .
TTGGGATGATCT TGGAACTGGGA 26(A50%.G-50%y 131 | AC GG
(G-97%)
GGCATGCAAAATT | ATAATTAGCATCGG R
629 chr8 ATATCGGCTACT CAGCTACAATC 238(G-97%) G G
TTTGCAATATGCTT | CTGTAGAGCTGGAA | 166(G-98%);214(G-98 , ,
630 chr8 TTTCTTGGTGC CCAGTGTAG %) AC GG
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52(C-61%,T-39%);83(
A-70%,C-30%);95(G-3

TGCTTTTGAGCATG | TGTCAAATTGTTGTG TA:GAG; | CAAGA;
631 chr8 9%,A-61%);117(A-39 AAALE | AAA,
GATAACTTTTCT ATCCTTGAGA %o G-61%) 142(G-59%, | A A
A-41%):176(A-99%)
64(A-96%);85(A-96%)
CCGAGCTCCTAGT | TATCAGATAAGTGA | 70)5 . .
632 chr8 TCAAATGATAGA | GOCAAAGCTCA (,5?(T—96A)),204(A-98 AAT;A AAT;A
0
CAACATGCAGTGG | ATCCCACTCCTAAC | 179(T-98%);243(A-98 , ,
633 chr8 CCGAT GTAGCTTC %) TA TA
52(G-6%,T-94%):56(G
-99%):62(A-94%, T-6%
):121(T-98%);166(C-6
634 chr8 ATTTGTGAGGTTTT :?il&?ﬁég%%:‘:% %,G-94%);185(A-49%, | T;G;A;T;G; | T:G:A;T;G;
GTGCCGG oce T-51%);189(C-97%):1 | A;C;A;A:A | A;CiAGAGA
96(A-50%,T-50%);203
(A-50%,C-50%);206(A
-97%)
43(C-23%,T-77%);50(
CTCCAATGCAAAC | AAAAGTGTGTCAAT | G-98%):163(C-90%,T- | . . . . .
635 chr8 | CATAATGTGAGT | AACGAGCATCA 10%):186(C-77%,T-23 | BOCGEG | TGGEE
%):211(G-80%,A-20%)
61(G-79%,A-21%):68(
C-78%,T-22%):96(A-7
9%,G-21%);101(C-99
%):115(C-79%,A-21%)
GGAACCTACAAAA | ATAGGCCTCCAACC | 3127(G-99%):143(A-99 1 GGACC; | GGACC
636 chr8 CAAGGOTGTC AAACAA %):161(A-14%,G-86%) | G:A;G:AG; | G:A;G;A;G;
177(A-79%,G-21%);1 | G:G;C G;G;C
84(A-22%,G-78%);198
(G-99%);220(A-15%,G
-85%);228(C-78%,T-22
%)
TGAGTACATGCAC | AACCGGACGATTTC
637 chr8 CTAAGAACTCAA | AAAAGGTAAAG 85(T-97%) T T
638 g GCACATGTGATGG | TCAGCTGAATTGGA [ (- No variant | No variant
¢ AGTAAGATATGC CACTAGTAGAG 0_vara o_varia o_varia
77(C-14%,T-86%);107(
CGATGCAGCTGTT | TGCTGTTATTTCTCA | C-64%,T-36%);149(A- | . o
639 chr8 GAAACTCAAAG CGGATCAAAG 50%,G-50%):180(A-15 | 1A TTAG
%,G-85%)
GGAAGAAGAAAG | AAGCAACAACGACG . . .
640 chr8 AGATGGCGGA AATCAACC No_variant No_variant No_variant
CTCCGCTGTCTACC | AACAAGCCTGCATC
641 chr8 TTOTCAC TAAAATCAAGA 207(A-8%,G-92%) G G
CCAAGTCCACACA | GTGCTGCCGAACTG . . .
642 chr8 CAAGGATTAGAG CTTG No_variant No_variant No_variant
62(A-47%,G-53%);121
CGCCAGAGATCAT | CTTCTCGATCTTAAA | (C-98%):178(C-6%,G- . o
643 chr8 GGCATTATTTAG TCTGGTCGCA 04%):212(G-6%,A-04 | FCGA AGGA
%)
67(G-94%,T-6%);91(C
644 chr8 ?gCCfCCTCTAGCTT ﬁ?gg%“cc“ A‘GTCCAACG -57%,T-43%);129(C-97 | G;C;C;A ST;C;T
%):177(A-48%,T-52%)
55(A-11%,T-89%);57(
A-11%,T-89%);117(A-
645 g TGTGCCGAATCGT | GACATTGCGGTAGC | 11%,G-89%);155(G-52 | T;T:G:C;A; | TiT:G:G;C;
GGAGTTAG CATATTTTCTT %,C-48%):162(C-50%, | T C

A-50%);197(C-37%,T-
63%)
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646 o TCATGCTATAAAC [ GGCAGGCCATGTTA [ I57(A-11%,C-89%):24 | .. ooc
CCTATGGCTTCA CTATTTTTAGT 3(C-94%,T-6%) ’ ’
40(A-99%);45(C-50%,
A-50%);47(C-96%);54(
A-50%,C-50%);61(C-5
AATGGTCAAAATC | GTCACAAATCTAGT | 0%:T-50%):74(T-96%) | AAGGT: | AiGGAC
647 chr8 TAATTTGGGAGAC GCTTGCGAG ;87(T-95%);95(C-48%, | T;T;T;C;C; T;-;,C,A;T;G
T-52%):106(A-50%,C- | A;G :C
50%);116(C-50%,T-50
%):140(G-50%,A-50%)
:149(C-50%,G-45%)
CAAAGCGATCATC | ATACACACACACAC . . .
648 chr8 GAGGTTCTTTAA AAGTITGAAAGG No_variant No_variant No_variant
TTGCTGCCATGAA | ATGTCACTACCATC . . .
649 chr8 TACAGTCCTAAA ACTACCGATTC No_variant No_variant No_variant
CTTGCAGGAGGTA | ATCAACCTCGACAG .
650 chr8 CAATGTAAAAGG | AGTGTCTATTC 75(C-95%) C C
TCCCTATTTGACAC | GTTGGAGGACCGGA | 92(T-99%);148(G-99% | . ,
651 chr8 CGAGTAAGTTT GCTC ) TG TG
49(G-30%,A-70%):67(
TCGAACGAGTTTC | CTAACGGAATGGTC | G-25%,T-75%);134(T- I I
652 chr8 TTATTGGAGCTA CTGTTACCTAA 97%):200(C-95%):244( | STTET | ATTCT
T-99%)
TAGTCGATACGAA | GGAACGAGTTTGAG | 142(C-99%);145(A-5% | . - L
633 chr8 TGTCATCACCAT ACAAGTCAATT G-95%):197(C-98%) | &€ CGC
49(A-15%,T-85%):58(
654 e GCTTTTCCTGGCAG | GCTAACCCTTCCTAT | G-99%);68(T-98%):13 | T:G;T;T;G; | T:G;T;T;G;
CGATG TACCAGACTT 7(T-99%):149(G-97%); | A A
156(A-99%)
44(A-97%);58(T-97%);
89(T-97%);105(C-20%,
655 - ACAACCAAATGAA | GAGTTGATCAATCG | T-77%):115(A-98%);1 | A;T:TiT;A; | ATiT;TiA;
¢ GGTAAGGTGTTC CCTGAGTATCT 26(G-23%,C-77%);131 | C;G;C;T C;G:C;T
(G-96%);181(C-96%);2
03(T-95%)
_Q0 _0N0/.
656 - AATCCCAATTGAA | AAGTGGATGCCAAG ?:253(0:/ 8T/_°£0/9)2, 1/‘;)6’3‘?9( AT AT
¢ AATCATGTGCCT TTATTCATGAG 9%) » o 5 5
0
51(G-96%);52(T-96%);
54(C-96%);63(T-96%);
_REY. T_149/4)-
657 chr8 GTCGCATGGATTT GCTCAATGGGCTTG zlt?é(lg\@ff? ’IT 401/4)?)3’1 (1 G;T;C;T;A; G;T;C;T;A;
- 0,1- 0), Y W an VA A (Y
ATCTTCTGTTGT GAAAGTATTG AD6%): 147(AO6v) ] | CAAGC | GAAGC
54(G-96%);159(C-96%
)
81(G-86%,T-14%);113
GCCCTTATGCCCAT | CTATGTGCTCAGCCT | (C-62%,T-38%);125(A | . . - .
658 chr8 | CTGAATATCTA TCAAACATAG 20%,G-80%):197(G-1 | FGGA | GEGA
8%,A-82%)
76(C-99%);77(A-8%,G
-92%);89(C-99%);102(
659 chr8 GGCAACTTCTTGA CAACTGAACAAAAT | G-25%,A-75%);150(G- | C;G;C;AA; | C:G;CAA;
TGTTTTGTGTTT CCATGAGCTGA 25%,A-75%);172(G-7 | A;T;A ATA
%,A-93%):177(C-7%,T
-93%);207(A-96%)
AGCCATATATATC 51(C-19%,T-81%);96(
660 chr8 CTTCGTACAAAGA | LOTCTTTCTTATTGC | gy, A 204):181(C- | T:A:T T;:A;T
AATATCTTTGTTCA
C 19%,T-81%)
GAATTGAATGGCA | AAATGCCCTTTTTAA | 108(C-10%,G-90%);15 | ~ .. N
661 chr8 GGGATGTGAAAG | GCCTCAGTTC 5(G-25%,A-75%);194( | S0 GAG
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A-25%,G-75%)

112(G-94%,T-6%);116

TGGTGTCAGTGAT | TACTTTCTGTGAAAT | (C-58%,T-42%);134(G | . - . o
662 chr8 TTTGGTCATGTA GGACCTTGCT 299%):179(G-45%,C-5 | FGGC GCGC
5%)
CCGATGAAGAATG | ACTGAACTGGTTGG
663 chr8 ATGGAGACTGTA | CTAAATTAACC 119(A-24%,G-76%) G A
42(C-25%,G-75%);44(
C-97%):46(A-87%,T-1
s6a ng | ATGCCATACAAGA | TAAAACAAGCAAGA 35@:69(?/1)382&812;) G:CACA: | G:C:ACA:
5 = 0), = 0, an ol
CAAGACAATTCA | AGTATGGCACT 81y 87(C 889011 | GC G:C:G
6%);188(G-88%,T-12
%)
116(C-20%, T-80%);16
665 chr8 igiTGCC}IIZiTGTAAGCATg X%CéGGTCACCATTTC 8(G-20%,C-80%);194( | T:C;G:C T,C;G:C
G-99%):200(C-99%)
666 i GACCAAGTGTGAT | TGCAATCTCTCCATA | 126(G-75%T-25%):13 | (. - G
GTGTGATTTGAA | ATAGAGTGCA 6(G-25%,C-75%) 5 5
T4(A-71%,G-29%);123
! 0 . _50, -
667 it GTTTACTTGTAACA | ACCGCATGAACTAC (9C50/9)7 1/"7)’61(24(9‘;;;’1’(7}7( AGC;GA; | A:C:G:AG:;
0)s = 0), .
CTTTCTCTGTTGT | AGAGTCAC AsvGosve227CT | GO/ C
19%,G-29%)
40(T-98%);94(A-98%);
ACATACAATGACA 105(A-98%);111(C-98 | .« |
668 chr9 | ATTTAATAAAAGC Eg‘;gGCACCACGAT %);161(G-98%);164(C- Ei‘%’é’c’G’ Ei‘%’é’c’G’
TCA 98%);190(C-6%,T-94% | s
):212(C-98%)
56(T-98%);59(C-98%);
669 o | AGGCTCAACACTA | ACTGAAAATTGACC )9-11(3%_(??8);?-91(4%&? T.C:C:CiC; | TiC:C:CiC;
s = 0), = T T
ACTACAGAACTT | ATTACGCAACA 8oy 150(T-08%y 160( | AT:CT AT:C:T
C-98%):226(T-98%)
ATGCAGTTCATTIT | TGGAACTCTAGACC | 129(A-98%);135(T-98 - -
670 chr9 | rgrrecTTaT TATGACCACAT %);136(G-98%) ATG ATG
GTTCATGCTATGGT | CAGTGTTCCATTATG
671 chr9 CCATTTCTCTG CAGATCACAA 236(C-99%) C C
51(G-10%, T-90%);84(
C-90%,T-10%);101(C-
10%,T-90%);102(G-10
%,A-90%);109(G=90%, | — o\ o oo
oo | e | ASISTIACTIIAT | rrcpsaamoracrr | T | HGTAS: | TETAG
oA AGACAATGACC 90%);111(A-10%,C-90 | 70 | s
%);161(G-10%,A-90%)
:177(G-10%,A-90%); 1
85(C-10%,T-90%);187(
C-10%,T-90%)
46(C-17%,T-83%):85(
C-83%,G-17%):126(A-
o _170/.). _
673 o | CTGAGACTAGCCC | TCTTCCAGCAAATT 8/3431/7)/12‘;?5(?7%3 T.CACT, | T:CACT;
0,1~ 0), = o, . .
TAGGAGGATTT GGCATAAAACT Tasvteac 1. | T T.C
83%);172(C-83%,T-17
%)
78(A-13%,G-87%);83(
G-87%,T-13%);107(C-
- o | GGCTGATGTTTGCT | CGGCAATTTGTTTTG | 87%T-13%)116(C-13 | GGGTC; | GGG
TGTGTTAAAAA AAATAAAGTTTCC | %,T-87%):127(C-87%, | T;GT;A:G | T;G:T;AG

T-13%);130(A-13%,T-
87%);139(A-13%,G-87
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%);140(C-13%, T-87%)
:169(G-13%,A-87%); 1
73(A-13%,G-87%)

39(C-98%);44(C-21%,
T-79%);53(C-79%,T-2
1%);76(C-19%,T-81%)

CTCTCCATCTCCAA | GGCCTCGGTAATAA | :3/(G-98%)107(C-98 ) COT.C.G: | GT.GT.G;
675 chr9 TCTCTGGTTTA ACTAGGATGAT %);112(G-21%,A-79%) | C;G;T;T;G; C;A;T;CA;
:132(T-99%);134(C-79 | C;G T:G
%,T-21%);153(G-21%,
A-79%);161(C-19%,T-
81%);162(G-98%)
0, 0, .
676 o TCATCTCCATCTCA | CCTTAACGTTGACTT %%%9{_‘;?;2)1, 1/239’% [3\25 GTT GTT
TCAGGTACTCT CCATATGAGG ’ ? T >
0%, T-90%)
50(G-93%,T-7%);71(G
0, 0, .
677 chr9 CCTTCACCAGTGG CAACCAGAAGAAGT ;/1,1(}/(-) ’913;2)9’?3516_(1?;/}3 G;A;G;T;T; G;A;G;T.T;
TAACTTATTCAG CCATAATTCGG T-89%):92(C-7%,T-93 A A
%):122(C-11%,A-89%)
48(A-96%);60(C-96%);
91(A-96%);94(G-95%)
678 chr9 AAGATGAGCTGGT | TGGCTCCATACTGTC | ;99(A-96%);151(C-99 ACAGA; | A;CAGA;
TGAGAAGTATCC CTTCAATTAA %);157(G-5%,A-95%); | CA;T;A CATA
173(T-96%);180(A-96
%)
39(G-26%,A-74%):47(
G-26%,A-74%);70(A-2
6%,T-74%);137(G-26 A/G;A/G;A/
679 chr9 AACAGTTGTTGCTT | CAGTGAAACAGGAA | %,A-74%);154(C-80%, | T;A/G;C;G/ | A;A;T;AC;
GTTAGTGAAGA TGACATCAACA T-20%);159(G-74%,T- | T;A/C;A/T; G;C;A;C
26%);174(A-26%,C-74 | C/G
%):179(A-74%,T-26%)
;213(G-26%,C-74%)
AGTTGATGTAACA ATGCTTTGTTGTGTC
680 chr9 TGAGCAAATCAG | ACTAGGATTC 80(A-42%,G-58%) A A
AAGCAAGAAAGAA | GACATCGGTCTACC
681 chr9 | AATTACCGTGGG | AAGAGACAAAA 233(C-39%,T-41%) C C
72(C-99%);119(T-99%
632 chr9 AAGAAAAGTGACG | TGGAAAAGCTAGGG | );176(C-99%);200(T-9 C;T;C;T;C; C;T;C;T;C;
TTACTCTGCATG TTTGGAGATAA 9%);202(C-99%);206( | T T
T-99%)
41(G-9%,A-91%):45(A
-9%,G-91%);57(A-9%,
G-91%):67(C-9%,T-91
0, . 0, 0, .
683 chr9 GAAGAGAGAGGG TTTAGGGTGTTTGGT 9/&%52}9_ gol’ ?A)_)?ll 2/§)(’(?/ A;G,GT;G; | A;G;G;T;G;
AAGCATACAAGTA | TTGCCCTTA -9%,T-91%):130(G-91 T;T;G;AA T;T;G;AA
%,T-9%);150(G-9%,A-
91%);151(G-9%,A-91
%)
684 chr9 Egi?ég;légl;TCA égi?éggggﬁ lg TTc No_variant No_variant No_variant
69(C-80%, T-20%);80(
0, 0, .
685 chr9 CTAGCCATCGGAA | CAACCTTCGTCATAT OC"-/OQ ,g?ég;/f g {()z)i?é(géz C.T;A;CA; | CGT;A;CA;
GTGAGGAGAG TGGAGAAGAAA %):213(A-81%,T-19%) A A
;236(G-20%,A-80%)
ATGGTCACTGACG GGGAGATTTGTACC
686 chr9 GAGCTCTAG GTGATCAGAT 160(C-19%,T-81%) T T
687 chr9 CAAATTCCTTCTTC | AGCATCTCCCTACT 59(A-16%,G-84%);87( | G;G;G:AA; | G:G;G;AA;
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CACACAACCAT

AGCCAGC

G-82%,T-16%);92(A-1
6%,G-84%);95(C-16%,
A-84%);101(A-84%,T-
16%);110(C-16%,T-84
%);121(C-16%, T-84%)
:125(G-16%,A-84%); 1

26(A-16%,C-84%):140
(A-16%,G-84%);145(C
-84%,T-16%);177(C-16
%,G-84%); 183(A-16%,
G-84%);204(A-16%,G-
84%);214(C-16%,T-84
%)

T.T;A;C;G;
C;G;G;G;T

T;T;A;C;G;
C.:G:G;G;T

688

chr9

TGGGTAATTTAGA
TACAAATTTAGAA
AGGAA

ACTCTAATAATCAC
AGCCATTGGTC

73(T-98%);80(T-98%);
91(A-98%);118(A-98%
):128(G-99%);142(A-9
7%):147(C-98%);183(
C-98%)

T;T;A;A;G;
A;C;C

T;T;A;A;G;
A;C;C

689

chr9

AGGAGAAACAGTA
GGTGAACCAG

CAATCTTGGTGCAA
CTTCAGATCA

39(G-9%,T-91%);73(C
-9%,T-91%);74(G-9%,
T-91%):85(C-91%,T-9
%):116(C-9%,G-91%);
126(C-99%);131(G-91
%,T-9%);139(A-9%,G-
91%);143(A-9%,G-91
%); 146(A-9%,G-91%);
156(C-91%,T-9%);181(
C-9%,T-91%);186(C-9
%,A-91%);188(A-9%,
G-91%);200(A-9%,T-9
1%):209(G-9%,A-91%)
:235(C-91%,T-9%)

T.T;T;C;G;

C;G;G:G:G;
C,T;A;G;T;

A;C

T.T;T;C;G;

C;G;G:G:G;
CTAGT;

A;C

690

chr9

AGCATGGCCTTTCT
TTCATCAATAG

TTTTGTGGTTGAAG
GCAAAGAAAAC

178(A-98%)

A

A

691

chr9

GTCACAGCTCCTA
ACTTGTACTTCT

GAAGCTATCCCCTT
CATTCCTTCG

98(A-98%);99(A-98%)
:124(C-98%);146(A-98
%):148(G-97%);180(G
-98%)

AACAG;
G

AACAG;
G

692

chr9

CTAAAACTAGCAA
TGGCCACCAC

ATACCAAGGGCAGA
AGAAGTGGAC

39(G-40%,T-60%);169
(C-92%,T-8%);172(A-
8%,C-92%);182(G-8%,
T-92%);184(A-92%,T-
8%);214(G-8%,A-92%)
220(A-9%,C-91%);22
4(G-9%.A-91%)

G;C,C;T;A;
ACA

G;C,C;T;A;
ACA

693

chr9

ACTTTTGTGGATCT
TCTATGAACAACA

AGGTCAAGATATAG
GGATTGATTCCG

41(C-99%);78(G-99%);
84(A-99%);110(T-99%
):114(A-99%);131(C-9
9%):140(G-99%);150(

A-99%);169(G-99%); 1

70(C-99%);211(C-99%
):231(T-99%)

C;G;AT;A;
C;G;A;G;C;
CT

C;G;AT;A;
C;G;A;G;C;
CT

694

chr9

CTCCAAAAGGTCT
CCAAAAATCCC

CTGTTTAACAACGC
GGGTAAAGT

100(G-99%);115(C-95
%,T-5%)

G;C

G;C

695

chr9

AGCTAATGATCTG
ATGAGTCCACTC

GTTGAGACAGTGGT
AGCCCGTTAG

53(A-27%,G-73%):69(
G-73%,T-27%);157(G-
73%,T-27%);163(A-27
%,G-73%)

G;G;G;G

G;G;G;G

696

chr9

CCACCATACCGAC
CTATATTGCTTA

CTATGCATCCACAC
ATTCAACTCAA

62(G-99%);156(C-50%
,T-50%)

G;C/T

G;C

697

chr9

GAAATTCGAACAG

GTTCTCATACCCCTG

200(C-31%,T-69%);25

C/T:A/G

C.G
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AAAGCAATGTGG | TACTTTTCCT 2(G-31%,A-69%)
TCCATCCAATCATC | AATCCTTAGACCAA
698 chr9 TTCATGGCTAA AAGACAAAGCG 83(C-71%,T-29%) cT T
149(G-32%,A-68%);19
AAGGAAAAGTATT | CTAAGACGGTGACC b ’ . .
699 cht | LA AGTCGE | AGTTGAAGATA Z}(C;—;Z;A)),QOS(A-%%, A/GCGAIG | GiCA
- 0
71(A-90%, T-10%);99(
C-90%,T-10%); 109(A-
10%,G-90%); 115(G-10 o
%,A-90%);118(C-10%, é/i/%”c/‘}/ AJT;CIT;A/
700 o | ATGCCTTGATGAG | AATGACATCAGGAG | T-90%):153(A-10%,G- | % = ) | GiA/GCIT;
CAGCTTTATATG AGTTACCAGC 90%);156(G-98%):164( | . croary | AVGiGIGGs
G-98%):187(G-33%A- | O | CAGIA/G
67%);190(C-30%,T-70
%);209(G-10%,A-90%)
246(G-10%,A-90%)
AGGTCATATCGGA | GTTTAGCTCGGGAC
701 chr9 TATTTGGATGCT ACATAGGAG 129(A-5%,G-95%) G G
AGGGTATTATAGT | GCGTTTCGTGACTTG
702 cht9 | CTTTOTCCCTCT ACAATTAAAG 152(G-54%,C-46%) C/G G
GATTGCTGCACCA | TAGGAGAGGTTGCT | 92(G-54%,A-46%);185 , ,
703 chr9 ACTCATCAGAAA | GTCGTAGAT (C-54%,T-46%) A/G,CIT GC
66(C-75%,T-25%);102(
CGGTTTTAAAGCC | ATCCAGCCCTCTATT | G-30%,A-70%);181(C- | ~ « . o
704 chrd | AAATGGATGACT | TAAGACTGTC 75%,T-25%);194(A-25 | GGG | CGCGG
%,G-75%)
TTTCGCACCGATA | GGAAGGTCCCAGAT | 138(C-21%,T-79%);14 ,
705 chr9 GTTCAGGT TCTGATATACT 3(C-79%,T-21%) ND C/TC/T
44(C-78%,T-22%);89(
G-97%);155(G-98%); 1
706 o | AACATCAGATTTA | AGCTATTCCCATTGT | 72(C-47%,T-53%);174( | C:G:GiCIT; | CiGiGiCiGs
TGCCGCAAAAGA | CGAGAGAATT G-98%):200(T-97%);2 | G:T;C;G T;C;G
35(C-98%);236(G-98%
)
59(T-99%);63(C-24%,
T-76%);128(C-99%);1
707 o | GACCTATGCGTGC | CAAAAGAATCCCGT 19(1(;;;‘1(?’%;5??3;11(11( T,T,GTC; | TiTiCTC
- 0, 0), = NaNen NaNeB
GGTCTT TGATGGAATCC 000y 213(C-60%,T-30 | AC:GA ACiGiA
%);214(A-17%,G-83%)
226(C-41%,A-59%)
96(A-6%, T-93%); 114(
CCTGCAGTCCAAT | CTTTCGCTAAATCTC
708 chr9 G-6%,A-94%);136(G-9 | T;A;G:G T;A;G;G
GTTCCTAATTTT TCTATTGGCG 590 190(G-99%)
69(G-57%,T-43%); 167
CTTTTGTCTTCTTC | GTGGCTTTGCGCAG ’ ;
709 chr9 (C-62%,T-38%);236(C- | G;T;C T;C;T
ATCAAGTCGGG GATAT STTA39%)
95(C-62%,T-38%); 138(
GTAAAAGATCCTG | GTGCAGGGATGGTT | G-55%,A-45%);169(A- | — . . .
710 chr9 | TTAAACCACGCA | ACTACCTAAC 62%,G-38%):179(C-62 | LAGT CGAC
%, T-38%)
AATCTCTTGGATC | AAAGTTTTGGCCTC . ,
711 chi9 | GCATTGCAT GCGOT 100(C-37%,T-63%) C/T T
1 o | GTGCTAAACTTTTG | ATCCTGATGATTCTA | 77(C-58%,G-42%)216 | . cG
TACGGGGTATC ACCTTACCGG (G-99%) > ’
33(T-99%);78(A-99%);
000/ _600, Ay . AT
TCTTCATCGACTTG | CAATGCCACCTCTG | 33(G-99%):104(C-62% | TIAGCT; | TIAGITC;
713 chr9 AGCTAGCC TTCATCTTC ,T-38%);119(C-99%);1 | C;C;A/G;T; | C;G;T;A;G;
34(C-99%);135(G-56% | A;G/T;T;T | T4T

,A-44%);143(T-99%);1
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47(A-97%);159(G-56%
,T-44%);167(T-99%);2
06(T-99%)

GGAGATGGGAGAG | TCCTATCCTATACAT
714 chr9 GTTCAAATAACT TCAGGTACCCT 33(A-29%,G-71%) G G
53(G-35%,T-65%);97(
C-65%,T-35%);116(A- | e vrn)
715 o | ACCGTTACAGGTA | ATTGTTTCAGCCATT | 35%,G-65%);150(C-65 | o x| GITASTST;
GTGTGTATTAACA | AGCCCATTAC %T-35%);192(A-65%, | v |G
T-35%);229(G-35%,C-
65%)
CGTAGTGTTCTAG | TAGTCCCATGTCATT
716 chr9 ACGACGATGTG CGTTCTGATT 35(A-21%,G-79%) G ND
60(G-99%);103(T-99%
GGGCAGGTGAACC | TCTATCTCTGCACCT
717 chr9 TTATTATGAAAC TTAAACTCCT );145(A-32%,G-68%);1 | G;T;G;C G;T;G;C
95(C-99%)
106(G-40%,T-60%);11
8(C-60%,A-40%);122(
C-60%,T-40%); 128(A-
718 o | AAAGAAGAAGAGT | CGATGCTTATCCTTG | 60%,C-40%):136(C-99 | GATTSCiC; | TiGGAC
TTGGCTCATGTC CAAGATTCTT %); 147(A-60%,C-40%) | C;C;G;C AT;AG
:173(C-40%,T-60%);20
1(A-60%,G-40%);217(
G-60%,C-40%)
82(G-37%,A-63%);36(
G-99%);104(C-64%,T-
36%);105(C-37%,T-63
%);116(A-37%,G-63%) o
:127(C-78%,T-22%);12 éj?g/g/g
ATTTTCTTTTCCAC | TCGCCCTCAAGCTG | E3T%T-63%) 1380 | o plpy ) | GGTGA;
719 chr9 CTCCCGTTTTC GTTG C-64%,T-36%);163(A- G:AG-G-A/ C;C;T;AA;
36%,G-64%);172(A36 | = | GAGGA
%,G-64%);186(G-99%) |
:189(A-36%,G-64%);1
91(C-59%,T-41%);218(
G-99%);234(A-37%,G-
63%)
51(C-60%,G-40%);56(
720 o TTTCTATTGCGTAT | TGTGGTGAATCTTTA | C-40%,T-60%):96(C-6 | C/GiCIT:C/ | (p. .o
GTTCGAGTTGG CGAGTTTTTACT 0%, T-40%);192(C-60% | T;A/C s1abs
,A-40%)
75(A-96%);87(A-96%)
AAGGGTTGTAGAA | CCATCTTCTTCACAT | 2DHT-96%):15HC60 | )\ ).y | A/GATCY
721 chrd 1 AACTGGTGGAG AGGCCCTTTA %0, T-40%):165(A-96%) |\l /mic.p’ | TOGAGT;
:199(G-62%,T-38%);20 | /1% C/G;C/T
3(C-96%):235(T-96%)
ATCTTCTCTACTAG | GCCGTAGTCTTGAT
722 chr9 | cecetGTTTTC CCACTAATCTT 186(A-62%,T-38%) | AT T
3 o TTTAGCGCCAACA | CCTCGATTGACCCC | 176(A-22%,C-78%)21 | (.. cc
CCAACAAAAG AAGACTC 6(C-78%,T-22%) ’ ’
46(T-98%);57(A-98%);
59(G-98%);75(C-98%);
ATGTTGGTGTTGAT | CCGATAAATCTACC | /2(G-99%):81(G-99%) | T:AGCG: | TIAGGG;
724 chr9 TTGGATCTTCC ACCGATCCAT ;88(C-21%,T-79%);104 | G;T;T;C;C; G;T;T;C;C;
(T-98%);116(C-96%);1 | A/G;C A;C
44(C-98%);176(A-38%
,G-62%);192(C-98%)
TGCAATCAATCAA | TAATGGAAATTGAT
725 chr9 GTTCATGAGCTT GCCAAAGAGGG 94(C-37%,T-63%) T ¢
26 o CATCTTTGATGTCA | TAAAGAAAACTGCC | 51(A-20%,G-80%);56( | A/G;A/G;C/ | A/G;A/G;C/
CAAGCGTTTTT AACAAGGTGT G-80%,A-20%);61(C-8 | T,C/T;G:A/ | T;C/T;G;A/
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1%,T-19%);94(C-80%, | G G
T-20%);96(A-22%,G-7
8%);182(A-19%,G-81
%)
GAAGGCTGGCATA | GACCAAGGACGAGG
727 chr9 GAGACAAGG CCATC 36(C-62%,T-38%) C/T T
TTTTGTAGCCGTAG | GAGGCGAGGAGTGA
728 chr9 AGATGGATTCG TGATAGTG 73(A-38%,T-62%) A/T A
CCGTAGTCGCAGT | CATCAACGCCAACA | 76(G-39%,A-61%);178 _ ,
729 chr9 CGTACTC ACTACCATC (C-99%) AG,C GC
ATTTGATTCTAGCG | TGAACTTCTAAAGG | 71(G-60%,A-40%);78( , ,
730 chrd | CTTCCCATAGT GCAATTTGGAC C-62%,T-38%) A/G,CIT GT
31 ohr GGAAAAACCATGA | TTTTTAGGGGTATG | 90(C-13%,T-87%);:102( | .1 T
ACTTTGGTGCC GAGGTTAGACC G-6%,T-94%) ’ ’
TTCTTTGTTGCAAT | AGTAATTGACGCTT
732 chr9 GACGACTACTC TAGCACTTGAG 139(A-36%,G-64%) G A
_40)9 _6094)-
133 ehr TCGAGTTCCAGAT | ACAGATCAGACTGG éz_g%; 0{_‘2&5??3&?% CITCTA! | 1on
GCTTAGGAAC CTAATCAAGAG > o G -
38%,G-62%)
164(A-99%);212(G-99
GCAGTTCAACAGG | AAGCTTCACAAAAG , : o o
734 chr9 TAATGATCAATT ATTTGCAATGG <V;)9,; 1) 6(A-99%):240(G | A;G:A;G AGA;G
- 0
735 e TTCAGGCCAATCA | CCAAATACATCAAT | 150(C-38%T-62%);16 | (.. cc
GGTTATGACTTA TTGACATCCACG 5(C-78%,T-22%) ’ ’
86(A-39%,G-61%);136
GTGACGGGTGCTA | GTAGGTGGAGCTCG 301 70); . .
736 chr9 AAAATAAGCTG ACGTG (A-22%,G-78%):238(G | A/G;G:A/G | A:G;G
-39%,A-61%)
GGTTTTTACCTGTT | GTATGCTGAAATTT
737 chrd | T PTGACCGAGA CGAAGTGTTGC 152(A-19%,G-81%) | G G
CGTAATCTCTATGT | ATAACGCCAACGGT | 125(A-22%,G-78%);16 | . ,
738 chr9 CTGACACGTCT ACTAAATTGAC 1(C-60%, T-40%) G,CT G,C
39(C-38%,A-62%):87(
C-38%,T-62%):123(A-
739 e CAGAAGGGGTCAA | CTGGGTCTAAACAT | 22%,G-78%);127(C-62 | A/C;C/T:G; | C;C:GiT;A:;
AAACTTCATTGA TGACGGTCAG %,T-38%);133(G-9%, | C/T;A;C/T | C
A-91%);159(C-60%,T-
40%)
52(C-40%,T-60%);53(
- 0 - 0, . _
CTGGAGGTTGATC | GGTCTGGCCCCCTCT | A40%.G-60%)146(C- | (5.
740 chr9 ACTTAGGCTT GAC 60%,T-40%);150(A-60 | 70! C:AT;T;A
%, T-40%);208(C-20%, | ¥
A-80%)
ACCGAAGCTCTTC | AAAAACTATCTGAC | 84(A-33%,G-67%):92( | ~. _
741 chr9 ATCATTTAGCTA TTCAAGCGCAA A-35%,G-65%) GG AGA/G
129(C-62%,T-38%);13
5(A-38%,G-62%);154(
_2R0 _6D0/)- _ . .
20 o ATTAGTAGTCGTG | TAACCCCGAGAAGA g}zf/f é"%% ,/i’)9’91 (6c1(§§ g g’,‘éﬁ’?/ T;A:G;C;C;
GTGATGTAGAGC | TCTTCACTATC Yo T 62 2ALC22%, | AIG T:A
T-78%);243(A-38%,G-
62%)
AACCACAACCAAG | CCTAGGTCGTATAG | 79(A-20%,G-80%);143 , ,
743 chr9 TAGAGACTAGTC GCTACAAACTC (G-38%,C-62%) A/G,C/G AG
744 - AATTCAAACTCGC | TCATTTTGTTGTTCT 3G6(6%;52Z’f()';8?/1"2£3£ C/T;A/G;A/ T-G:A
chr GAAAAACCCAAA | AAGAGTGCGG -60%.A-40%); 140(A- | 5 >
38%,G-62%)
245 ohr TAACTTGATGTCCC | AAACATCATGCATA | 71(G-37%,A-63%);188 | , GT
TGAGTAGTGTG AGAGTCGTGAC (C-63%,T-37%) ; ;
246 ehr CAGGACCTGTAAA | CCCTCTCAAGGCTA | 109(A-15%,G-85%);13 | 1o A/G;C/T;C/
ATAAACCTTGCA TAAGACTAAGT 5(C-15%,T-85%);191( 2ol T:A/G
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C-45%,T-55%);239(A-
15%,G-85%)

38(G-37%,A-63%);107
(C-40%,T-60%);137(C-

TACAACTGATCCG | AACTTGGTTTGCAA
747 chr9 63%,T-37%);153(A-37 | A;C;C;G;C G;T;T;A;C
TACGCTTATGAT GCTTATCATGT %4.G63%): 165(C-T1%,
T-23%)
136(A-37%,G-63%); 14
CCCTTTATAAGCCC | GCCGCTTGACAAGA ’ 5
748 chr9 1(A-37%,G-63%);182( | G:G;A AAG
GAAGAGGTG CAAAATGA G 3T%AG3%)
CTCAATTTCTCACG | ATTAGACGATGCCC
749 chr9 TTTCCATGCTC ATTATTAGCCA 46(C-23%.A-77%) A A
38(G-60%,A-40%);71(
250 ehr GGAGTACCCAAGA | CTGAACGTAGTCAA | C-60%,T-40%);73(C-3 | AIGC/TiA) | (o
TAGAGTTTTTGG TCAAAGTGCTC 8%,A-62%);185(A-99 | C;A s
%)
136(T-97%);154(C-57
CCTCCAATTAGTG | ATTGCCTAGTCGGG : e .
751 chr9 CCTTGAGTCATA TAGT OTT ?,9G4—;3)%),184(A-6%, T;C/G;G T;C;G
- (1]
60(G-96%);78(A-50%,
25 ehr GACATGCCTCACT | GAGGAGGTGGGCCA | C-50%):94(C-50%,T-5 | GIA/C:CIT; | s 1.6oa
GGTTATGACTA AAGAAT 0%):170(G-50%,A-50 | A/G;A/G il
%):173(A-50%,G-50%)
36(C-97%):43(G-7%,A
-93%):77(C-7%,T-93%
. _Q70/.)- K
753 e GCAACTTTAGTGC | GTGTACTTGGACTA %‘fgﬁ%ﬁ?&?gﬁ% CAT;CG; | GAT;CG;
ATTTTAGTCAGG CGAGTTGATTG T 15(AT%Go3 | GOCT C;G:C;T
%):243(C-97%);244(T-
97%)
ACTTGAAGGTGAT | CAGTACCAGTCTAC | 143(C-55%,T-45%);19 _ _
754 chr9 | CCCAAGAATACA | CGGATATCATG 5(T-97%) CTT CT
88(C-90%,T-10%); 101(
755 ehr TCATTCTTGACTGT | GCGTAGAAGTAGAA | C-57%A-43%);171(C- | GAIGCIT; | (. oa
TGTCTACTGCC AACGGAAGAC 57%,T-43%);187(G-10 | A sss
%,A-90%)
47(C-43%,T-57%);54(
G-43%,C-57%);109(A-
0 _6D0/)- _
756 ehr AACAAAGCAAACA | TAAGGGGCAAGAAC 03/8;”5332)%"133(6(3237 T;C;C;CiC; | CiGATET;
0,1~ 0), = 0, . .
GAGGAAGAAAAT | AAGAAGAACTA T38%)015(A43%G. | &O AA
57%):217(A-43%,G-57
%)
152(C-7%,T-93%);171(
A-7%,G-93%);179(A-6
AAAAGATTCATCG | TTCCTTCTCGGATTT ’ ;
757 chr9 %,G-94%);180(A-7%, T;G;G;G;A T;G;G;G;A
ACTGTTGACCAC GGTAAGTCAT G-93%).193(G-T% A
3%)
54(A-45%,T-55%);132
GAAGAGTGGCTAC | TACAGGTATAATCA 0 070 o .
758 chr9 TTCGGTITGG CCAAAACCGOT (56-()5/5)A),A-45A)),171(T AT, A/GT | T:G;T
- 0
39(C-58%, T-42%);99(
A-46%,T-54%);131(C-
46%,T-54%);169(G-54
%,A-46%);189(G=99%) |~ « 4 | commcce
250 ehr ATTTATCCATCTGT | TTCGACCATTCAGA | ;195(C-54%,A-46%);2 }éigi‘;,’gf géi%%
GCGAGGCATAT CATAACAGTTG 02(G-58%,C-42%);225 | 17 | MRS

(A-54%,C-46%);226(C
-54%,T-46%);235(G-5
4%,A-46%);243(C-53
%, T-46%)
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54(G-96%);64(A-6%,G

CCTGGTGTGGAAT | GTTCAGTCGAACTC
760 chr9 94%):69(C-58%,T-42 | G:G;C/T;,C | G;G;C;C
GCCTCTATTTAT CCTAACCAC Yo L 2A(C.96%)
TTTTCATGCACAGT | ATAATATGGTCCTG
761 chr9 GACGGCATC TTTGGCATGGC 64(C-79%,T-21%) C C
GGAATTTTCTCTTC | CTATGCAATAGCGT | 37(C-99%);112(T-99% | - . .
762 chr9 TTGGTGCTGAA ACCAAGACC ):201(A-11%.G-89%) | & 10 CTG
83(A-23%,C-77%);97(
G-23%,C-77%);104(G-
23%,A-77%);111(A-23
%,G-77%);133(G-77%,
T-23%);140(C-77%,T- A/C;CIGA/
23%)141(A23%,C77 | oy oo | GAIGGIT;
CGACCAAGAGAGT | CTACTAGGCATTGA | /3133(A23%.G-77%) | (inigip/y, | OTAGA/
763 chrd ACAAAATGGAAG | GCTTGAGGG 155(C-23%,T-77%):15 | ) i, | GCTAG
8(G23%,A-77%):190( | 7| CITAJGC
C-23%,T-77%);192(G- G:G/T:A/G;
23%,A-77%):208(C-23 C/T
%,G-77%);217(G-23%,
T-77%);226(A-23%,G-
77%):239(C-77%,T-23
%)
70(C-76%, T-24%);97(
C-99%);104(G-24%,T-
76%);128(C-76%,T-24
764 chr9 CTTCCAAAAGGTA TGTTTCTCACGCTAA | %);144(A-24%,G-76%) | C;C;T;C;G; C,C;T;C;G;
AGGTTGATTGGC CATTATTGGG :175(C-76%,T-24%):18 | C;A;A;C C:AA;C
5(A-76%,T-24%);186(
A-76%,T-24%);187(C-
76%,T-24%)
TTTTCCCTCAAAAA | AACTCTATTCCGTCT | 134(C-99%);163(C-99 _ _
765 chr9 TTTTCCACGTT CGAAATCAAC %) CC CT,C
52(A-27%,G-73%);56(
TCAAAGACATACA
AGTATCCTGCGGTG | A-97%):94(G-73%,1-2 | . . . o
766 chr9 égTAAAACAATAAA AATATGTGTA 15O T 3% | FAGT G:AG:T
)
58(C-66%, T-34%);69(
267 o CCCCTACTCGCAA | CTGACTGTAGCTAG | C-41%T-59%):74(C-9 | GOTSCC | (oo
TCTATTCCTAAA CACCTCTTTAT 8%);140(C-22%,G-78 | G;T
%):207(C-34%, T-66%)
81(C-13%,G-28%,T-59
768 o GGATGAAGATCTC | AGTTTGTAGTAGGG | %);105(G-99%);150(C- | GIT;GiCIT; | (o ox o
GGTGGATATCAA | GGTTACAACAA 729%,T-28%):192(A-41 | A/G L
%,G-59%)
AAGAGTTTGGTGA | GCTCGTGTACATAT | 93(C-99%);186(G-99% | . _
769 chr9 TCAATTGATGCA GGTTTTGTTGT ) C.G C.G
145(A-99%);148(C-99
770 o CTCTGACTGTCTGG | AAGACGAACGATTC | %);160(A-99%);189(G | A;C:AAST; | A;CAGAST;
CCATTACCTAT AGTATAGTGCT 24%,A-76%);190(T-9 | C C
9%);250(C-99%)
52(G-10%,A-90%);30(
11 e ATTCTAGGGCCAT | AACGAGTTTCACCC | G-99%);133(C-99%);1 | A;G;CiAA; | AiGiCiAA;
GAAAGCATCTAT | TCTAAATCCAT 47(G-9%,A-91%);175( | C C
A-99%):254(C-99%)
56(G-34%,C-66%);58(
C-68%,T-32%);71(G-9
0, . 0, 0
1 o AAATTAGCTCTCG | ACTTCTGTTTATGAT 89/2"2533(;2%;%6)6@ C:CGTT; | CCGT;T;
CTCCAAACAAGA | CGGATCGGAT ’ ’ ; T;A;C T;A;C

(C-32%,T-68%);126(G
-32%,A-68%);178(C-9
8%)
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47(C-80%,T-20%);99(
A-22%,G-78%);126(G-

773 chr9 gé]éicl}%TGGTGGC gléigéé%TTCTCTAA 80%,T-20%);143(A-22 | C;G;G;G;G C;G:G;G;G
%,G-78%);153(G-78%,
T-22%)
AGCACTGGTATTT ATGCTTCTCAACAG 57(A-98%);112(C-98% . .
774 chr9 AGACAGAGTTGT | GATAGCTACAA ) AC AL
59(G-80%,T-20%);152
TTCTCCATCTCCTT | CATCTTTGAATTGTG s om0 . .
775 chr9 ACCAAAGAGTG GTGCATTGTG (A-20%,G-80%);205(G | G;G;A G;G;A
-9%,A-91%)
52(A-95%);102(C-95%
TGACGTATAAGTT GCAGCTTGTGTTAT ; [N AL AL
776 chr9 CATTGAATTGCTTG | GTGTTACTTGA ;’51)7(‘“'95 %);235(T-9 | AGAT AGAT
0

777 chr9 CCTGTTGTGGATG GCGTTTGGTTTGATT | 104(G-8%,A-92%);153 AC AC
CTGAGTTTAATC TGACTTCATTT (C-92%,T-8%) > >
CCTCCTCTTTGATC | CTAATCGAAGCTAA . . .

778 chr9 TTGTTGGTTAG TGGAAGGCGTG No_variant No_variant No_variant
AACTAGACAACAA | ATGACGGTGTCTGA . . .

779 chr9 ACAGTGGCAATG TAACGTAGTAG No_variant No_variant No_variant

175(A-84%,T-16%);19
GGCATTTGGTCTA | CTAAACGTCAAAGC o : . .
780 chrd GTGGTATGATTC CGAATTTTGTG f\(gﬁg )/")’217(G'16/°’ TT.G ATA
= 0
TGTACCAAATACT TGTATCGTGCATGC

781 chr9 TGTTCTTCGACG GCTATAATTTT 117(C-38%,T-62%) T T
AATATCCTGTTGG CGTAAACCTCTGGT . . .

782 chr9 CATACGAGTGTA TGGTGTGAA No_variant No_variant No_variant

96(A-95%);113(A-10%
,G-90%);122(C-95%);1 AA/G-C-C

783 o ATAAAGAACGATC | GATTGGGAAAGTGA | 24(C-90%,T-10%);152( | AsG:CiCiGs | /p /g
ATCTGGAGGGAA AGAGGCTTATG A-12%,G-88%);183(T- | T;C;T G,' C /T, ’

96%);201(G-10%,C-90 >
%);213(C-15%,T-85%)
42(A-29%,G-71%);46(
C-29%,T-71%);48(C-7
1%,T-29%);143(C-71%
- 0, . _ 0, _
784 chr9 GTCTTAGGCTAGT GGCTGAAACATTGT ’21;53?3’91(?(59;1 éﬂ ’,;F 1 G;T;C,C;C; | G;T;C;C;C;
0)s = 0,J= C-T-C- CT-C-
CTCTGTGCATG AGCTCTAATCG 9%):222(A-29%.C-71%) G;C;T;C;C G;C;T;C;C
;228(C-29%,T-71%);23
5(C-71%,T-29%);248(
C-71%,T-29%)
81(A-15%,G-85%);89(

785 chr9 ATTTAACTAATCA TTAGGAATCAGGAC | C-97%);93(A-97%);15 | G;C;AA;G; | G;CAA;G;

GGAGGGTAGGGC ACAGTTGGTTT 0(A-97%);153(A-11%, | G G
G-89%);168(G-97%)

786 chr9 AAAAACAATCTGA | AGGATACGAAGAGA | 191(G-14%,C-86%);19 CA CA
AGAGAGGATCGC AAAACTTTTGCA 5(G-14%,A-86%) ’ ’
AATCCGAATCACA CGAGATCTTCGTCA

787 chr9 TACACCAGTACT CCTCCAAG 148(G-31%,T-69%) T T
ATAAGCATTACCT AATCGTCGATTGAG o o

788 chr9 CACCCACTGAAT | CAAATAAAGGG 60(C-30%,T-70%) T T
AAAGAAGGCCCTT | ATCTAACCATTTGTG

789 chr9 GCTACTACTAAG | CAACGGATTT 167(G-98%) G G
GACATGCTGGTCT GGGTAGTGGACAAG

790 chr9 TAAGAGTTCCTA CATCGATC 111(G-99%) G G
AAAAATCCTTAGG GACTTGATCTACCC o

1 chr9 | TGTTGAGGTCCT | GCCCAC 211(C-99%) C C
CGACTTAGGTTATT | CACCATCCGTGTAT . . .

792 chr9 GATCTCCGACT GTAACAAATGA No_variant No_variant No_variant

793 chr9 TCTCTTTGTGATTC | CCGAGAATTCTCAG No variant No variant No variant
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ATTTCCTCGTG TTATGTTCACG
GATGTGTCACATG | GGAGTATTACAACC R
794 chr9 ATTCTTCCACTC GCAATGCTTTA 93(T-97%) T T
TTTGTTCGGCCTCC | ATCTTTTATGCCGCT | 80(G-61%,C-39%);145 _ ,
795 chrd | AATTCTTTIT TTCGTTTACA (A-55%,G-45%) CGAG | GA
TTTCCTCTTGAAAG | CTATTAGTTGAGTG R \
796 chr9 ATTGCATTGCA ATGTTGGGCAC 98(C-40%,T-60%) CT T
155(C-39%,T-61%);17
797 e CGCCACCTCTCAA | CAGCGATCGTACCT | 3(C-40%,T-60%):186( | CIT,C/TA/ | pop o
ATCCCAA GAGGGA A-60%,G-40%);219(C- | G;C/T s 10
39%,T-61%)
AGATTGATATCAA | TGTGATGTTTGATTC
798 chrd GCATCACCACAAC | GAAAGTACGA 46(C-56%,T-44%) CT T
_790, R0/
799 o ACCACTATTATCA | CGCATACCGTTACT 63(5252;”%;8,/1"%’(}2: AT AT
chr CCCTTTAGCACC ACTAACAACAC (C-22%.T-78%):170( oL oL
22%,T-78%)
_000/). _Q0
w0 | o | TIOTTANTAGGGA | GAGGAGGARGOGA | RCIMOSNGTA T T
ACGCCTACTACC AGATGTGATG %) o "’ o o
(]
F1: AREF—THEHEFE, “88(C-22%,G-78%)” F 7~ % bric & 88 1 Wl 3 i B (&% A id 7 lL A 5

7 3: ND AR .
E 4: bRic L a v bR AL B R

GCF_000263155.2_Setaria_italica v2.0_genomic.tha.gz [f]Z: % 2 K LG B 1T 1DFTE C Al G JLP A A A 57,
HICEB (AR LIRS 433 22%F0 78%; A5 H LLBI/N T30 T 5% IS AR 5 .
F 20 AREFE—ATEANIF, “CGAGERE T M AL 8L AIIFI R 38 1. 69 A% 88 fr 5728 F AT
BN C ARG M AR 85 NRIEREAR, FR(E B ENE B RINSHEE.
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M % B
(ERM)

mR LS E RAE N5

S E 2 L UL R R
B.1 #mER

BT R RIET AR TR R A G FRIEER 2FR TS 10, LS5 GZ250613093; X
FES A FR A 357, SKIdm's GZ250613118.

PN BURE 5 TR 43 B 30 KDL B ORDT, JR3E AN K A S om10 cm. 45BN T
A ERZ) 10 mm B, BB L.

B.2 DNA 12
KR FA T AP B AEY) R R 20 DNA $RBGAF S 32 B 7 A DNA, BARSB IR .

a)

b)

¢)
d)

g)

h)

)
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A I OB IR A R TR S5, II 400 pL 22 # K LP1 A1 6 pL RNase A(10
mg/mL), JiEimiRE% 1 min, ZRCE 10 min.

O 130 uL Z2#Pifl LP2, #4rR2S), WiEiniik 1 min.

12,000 rpm &0 5 min, F EIEB B ELE T

O 1.5 RAARFR L2 v LP3 (i FHATE e B2 75 N TC/K 48 , LRI RIS 15
s, JLEF AT BE 2 tH I ZORITTE -

b — 25 S O ZUIRDTIE I — NI B AE CB3 B (BN 1), 12,000 rpm
B0 30s, EIFEEW, WLPAE CB3 AR E H .

[ A CB3 HOImN 600 pL EE3Eil PW (fF FH BTE e A2 5 AT /K B 5 12,000 rpm
B0 30s, (EIFER, R BAE CB3 IAWERE

HEHRELED.

B BAE CB3 Rl &4 1, 12,000 rpm 250 2 min, B3R . B IA: CB3 =I5 U E 1
38l ARG TR B A A B A PR R

PR A CB3 e N — AT R 0 v ) W o IS 10 o 050 2 8 3 i 50 pL e M 22 Vi TE,
FIRCE 2 min~5 min, 12,000 rpm 2.0 2 min, CERARUCEE R0 . PEYIICT-20°CUKEE,
DA DNA F&fi .

DNA JFi ks o F4 6065 T E I 5 GZ250613093 A1 GZ250613118 [ DNA VA £ ODaso nm
55 ODago nm 4B REELAE, 235108 1.83 £ 1.92. #£ ODasonm 5 ODaso nm AL WG FE LAl
534 2.08 F112.04; HX 3 uL DNA 7 1% IR EBE &L F vk, £l DNA %7 & ek, 45
Sl B.1 Fram; BU 1wl DNA H Qubit %% 58 &4 E GZ250613093 A1 GZ250613118 [1] DNA
WEE, 433N 30.8 ng/uL 1 30.6 ng/uL.




B.3

B. 3.
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B.1 GZ250613093 #1 GZ250613118 B DNA HkE

i BRI AT AP T EARE, Hol EET R BORM 08 23,130 bp, 9,416 bp, 6,557 bp, 4,361 bp,

2,322 bp.
%E PCRUBE X EMRE
1 %E PCR ¥
KR BN T A= % B 85 &3t 7T 2 B PCR ¥ 48 50 a7 & VC I Jm e P i A

ARG, T H& 0%, HARAL ARA IR,

BT GZ250613093 5 GZ250613118 [f)% & PCR ¥ 1 5 30 BEM @ SIS IR Fe 52 4 —FE, Rk, By

SRR, RN EE GZ250613093 [ SEe i AEidE4T 5B .

B. 3.

B. 3.

B. 3.

1) % E PCR ¥ 8K K. 7€ PCR EH A 4 uL % A1 F L E PCR 5IMWIR &Y (54519
WEEN 02 uMD | 4 pL #£5h GZ250613093 (12K 24 DNA. 10 uL GenoPlexs 3xT Master Mix
F112 pL ddH20, #R¥FGIE .

2) ZEPCRY MMM, LEPCRYBEEF: 95°C, 3min; (95°C, 20s, 60°C, 4min) x15 4
A 72°C, 4min. RFIZEH G, 3RF3%E H PCR ¥4 =4,

2 %E PCR ¥ i@~ 941k

3) 1A B3.1 HERR 2 E PCR 8N 12 pL (B.3.1 H3R153 (¥ 30 uL £ # PCR #1411
0.4 f514 1) GenoPrep DNA Clean Beads, E#% 515, ZEREFHE S min.

4) f PCRE B TWL 2L FWR GRS, HZRIHHRIEE.

5) HRBWEWE LIERER 1.5 mL 08, 8 ek BRIk

6) I LIEW RN 18 pL (B.3.1 H 3K 431 30 uL £ & PCR 144111 0.6 £ 14 ) ) GenoPrep DNA
Clean Beads, fEW%iRA)E, ZIRFHE S min.

7 FHEEIIBER R, EZERIEWEE . HR A INO IR IS, 3 BT, BTk

8) NI 40 pL GenoPlexs BW10 Buffer, &iFWi%k, =iREHE 5 min. FHBLIBEWMHIER, HEE
WG . HRRES IO IG5 B3, BTk,

9) A 100 uL 80% LB CHECELAD » FHRS WS DO 2Bk Bl S BB .

10) FiRNE, HEOEERTE, @RI+, FRGANMKZ E PCR ¥ 15,

3 EBENFIERE

11) [ B.3.2 k1S4t i) 2 = PCR ¥ 354+, I : 10 uL GenoPlexs 3xT Master Mix. 2 pL
WIEN 5 uM 1] PS primers 2 uL #KE°A 5 uM (1] P7 barcode primer (5|47 L& 4 i 2450,
FEdh GZ250613093 5% 65551y GGTTGTCTAG) #1 16 uL ddH20.

12) K BC I 1 SONAR 2R R TR ) IR R B0, #in F AR P iEAT PCR JM: 95°C, 3 min; (95°C,
15s; 58°C, 15s; 70°C, 30s) x8 MiE¥K; 72°C, Smin.

13) N4 G, RIFZLF 30 ul #E i GZ250613093 11 i il v S %

4 DBENFCESN

14) 7] B.3.3 "F3RAG 1 il &0 5 SCPE R N 24wl (B.3.3 FFERAF Y 30 pL i@ ST S0 0.8 f5 44
#) GenoPrep DNA Clean Beads, &% 2], ZEiRFFE S min.

15) G I 2R BBk, B R IEWETE . B N0 B3, 7 BT, MRk,

16) AN 40 pL GenoPlexs BWO07 Buffer, 4 Jig¥)%].

17) FHWEI TR ek, B RIERIEE . AR IN0 £ BIE, B Bk .

18) JIA 100 L 80% 8¢ (BECHLADD » MR/ NOERR B, RiRME, BEEOERERTE.
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19) M 35 uL 10 mM Tris-HCI (pH=8.0) , RH=iFHiEE, =EEFHFE 5Smin. HEOEE T
b, WRIMBLER, B ISR E S H 1S mL BAO%, SR AL A EE IR S . 3R
3 Hyafifk i I 7 SO B T )5 2R SR IR B E T-20°C fRAF

20) ey P S R . BX 1 pL 24k 1 s e = SCPE B Qubit 2K sE AR W 3R 15
GZ250613093 F1 GZ250613118 FIHEE 43 A 45.7ng/uL F1 35.4 ng/uL. BX 4 pL 24k i) ey a0
7 SCEAE 3% MR B e b FL K o AR VHA) 282 ) vy 3 BN SC P s SRR AE 400 bp 245, B
TARRE Y B A G ) R (B B.2) , iEAK.

& B.2 #& GZ250613093 IS GZ250613118 HI= @ 2 M 3 EE B 5k E

ALK RNFEAT A S TR, BT E LS FEKANGFIN 100 bp, 200 bp, 300 bp, 400 bp, 500 bp
1600 bp.

21) EEEF CERE . 4 HIEEE S GZ250613093 FIEE M GZ250613118 % 100 ng, Zi%iR A1
2ly, R VRS SCE.

B.4 =iEBENF
B.4.1 LHUEEMFILELM
Xt B.3 FFERTR I _EALTR A I P SO AT AR
1) KH Qubit %t E =AM E F ARSI SR MR B A 39.3ng/ul i FI G HERE SR E R
1 pmol, ##E T AN THE 1 pmol MR G FF SCZEXT M BT & . 1 pmol ARSI 3L
ﬁgngﬁ%%%ﬂ@mw@,A¢,mmzﬁakﬁfmm@ﬁﬁ,ummLMEu
W ST XS L (P 7 264 ng, BT AN 264/39.3= 6.72 ul.
2) H6.72 uL ENLRAEMFICEE, H TE Buffer #h 78 2 S 4AF 48 uL J5T- PCR 434 | 95°CAE M
3min, 3R CEERNE“Y).
B.4.2 ICETMBEIRL
P B T AR P R AR B B T SR AT Rk
3) FEUK ERCHI 12,1 pL B S EEME SRR, A5 25 11.6 pL 1) Splint Buffer #10.5 pL ) DNA Rapid
Ligase.
4) ) IR FEERA A R S N B.4.1 TR SCEEAR M R, IRTEE D 6 IR, REIX 3's, BRI ES
O NI B R G, 37°CHRIE 30 min, 3R1S HLEERRLF=4)

B.4.3 BESYLEK
KR PE BT D), $AT UL R DR,
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5)  FEUK BRG] 4.0 pL B DIV A SN, e AL E 1.4 pl (] Digestion Buffer #12.6 pL [f] Digestion
Enzyme.

6) [FEEUIHAL S SR I B.4.2 RIS BEEIME W 5, WRERR Y 6 I, TR 3's, BERTESO
W I SR ISR AR, 37°C R 30 min.

7 RMZEWHJE, M 7.5 uL Digestion Stop Buffer, #AIERER 6 K, &K 3s, Bl SO0 [ SR
R R, FAFEFDITEALJS B SR IME )

8) BBV AL I BB AL P AL BTN 1.5 mL B OE .

4 BEEIMEFAEL
Xf RGP HEAT AL, AT LR DR

9) #2730 min B DNA Clean Beads & T =5, #7870 E % RS .

10) WZHX 170 uL DNA Clean Beads % B.4.3 3453 (IR UIH AL J5 O BREE ML =0, H B AR R IR
FT2/D 10 KBTS, e — IR TRAG I Sk BT A AR S BEERFT N 1.5 mL B0

11) =& E 10 min.

12) BEEF S0, 1.5 mL B0 B THI4E, 5 E 2 min~S min ZRAETE, HBEEESNOBRIUE
E3 bk

13) fREF 1.5 mL EO0EE THEAZEE, N 500 pL HrEEELH] ) 80% LB Wik S & BE, /NCo
iV o

14) EELE (13) , REWTENRUE.

15) {38 15 mL B0 E TR L, 197 1.5 mL B0 8, ST, BEEERER LR,
P AVAR A

16) # 1.5 mL B0 MBE /4 EBUR, S0\ 22 uL TE Buffer #£4T DNA ¥efit, RS B2 WAT
2/ 10 RETEAERE .

17) =i T %# 10 mins

18) Wl 0y, ¥ 1.5 mLEP EE THIZE L, HE 2 min~5 min ZRARETE, B 20 uL _BiH R
FEAHTHI 1.5 mL EP &, SRABLELAIL =Y. Sifb 3R L=l 7E-20°CUKF ik F — 1 H -

19) A=W G . 15 520 7 2E P2 11 Qubit® ssDNA Assay Kit Wl 5E #.5E DNA [RIFRAL =) 5 ik
& (D) N 2.3 ng/uL, %A B.1 XL =P 5 S B AT 5, TH I = I BRI EE (O
A 17.4 fmol/uL.
Al BRI C = 22 e, (B.1

400
A
C—— U= ) BE IR FE . B9 fmol/uL;
D——IME =W IR, $AA ng/uL;
3030/400 —— A B R EL
5 EEENF
P2t B /A R ol {0 = i == 7w e o B2 N R Y /B =D 1= |
20) M F AP 1 i B R A B DNB il %5 2200 . DNB B &EEE AW I, TE 2200
1 DNB 128, BT oKE L2050, fFilflaitbfs, FRHERIRZ S EHIES 5s )5,
HEEOE TUkE L.
21) H0.2mL PCR &, fEUK EFECHI 40 pL BN IREWA R, HAaHE 2.3 pL B30 SCEE ssDNA
N 40 fmol 40 fmol AT ;
MU FE ssDNA= PR 17 4onolL =23 ul) . 17.7 uL # TE ZEF1 20 uL f¥) DNB ]
ST

22) ¥ (21) HIR1FHIR SRR RIERIRZ 2 2% R, EaO0 5s, BT PCRAXH 95°C, 1 min;
65°C, 1min; 40°C, 1min 1 4°C, 10 min.
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23) HUH DNB B&MESTH IL(LO)E Tuk& b, MEELss, BT UkE L& (52% DNB %
AERAW I (LO)E T =R, 1EZ7Kn kel & e .

24) 4 (22) # PCR UAE] 4°CJ5HLH PCR &, B0 55 7EUK EAIA 40 uL DNB G BHE G 1
F14 uL DNB REBHRE AW L (LC) , BHRS), B0 S5s, HIET PCR A, 1E35°CH#as
A K 30°C, 25 min A1 4°C, 10 min; PCR {X[&if % 4°C/5, SZRIHIA 20 uL DNB £ 1EZ2 M,
FHRE VSR G208 T IS 5 IR~8 Ik (D)) RE 5 BRI ZAWRET ), 3R15H1 %% Uf 1) DNA Kk

(DNB) .

25) DNB #KRJEME . K H Qubit® ssDNA Assay Kit 7£ Qubit 7 ) & A% A6l #1454 () DNB 3K
JE819.2 ng/ uL. il %45 1) DNB 7] & T 4°C{R 17 48 h.

26) DNB fin#k. Bt DNB I ZE i 1 F1 DNB INERZE i 11 (3 DNB IRz vfil 11 A 45
b, 3 R AR 7 AR 22 R ZUHR % 40 1 min~2 min 2 VIE EEVAM, MEBEOETIERD
BTk E Rk )E, WEREY Ss R, MEELEE TIKE L&,

27) #£ 0.5 mL IEAEE P ECH] DNB N#ifk %&: 50 L ) DNB #2260 1. 50 pL ff) DNB I 22
W I, 1 uL ) DNB B4 BHE AW I (LC)AT 100 pL GREE KT 8 ng/ul) #4514 ) DNA gHKEk

(DNB) ;5 HHIE LR MGIRE] 5 IR~8 K (DI tay BT MRBIRET) , 4°CLRAF#%FH .

28) HEA I 7 R o B I R, IR KRR 3 h~ 4 h hEE (BCE IR — RIGHE T
2°C~8°CUKFAMRYR) Ja, BT 2°C~8°CUKFa & ;s A4 BT A EIR A1 3 Wk, SRS K 7 hs
BTIERTT, wJEAARZIRE0 10 R~20 ¥k, BEZEIRFIFLRRA WLESE, JoH 2%
ARG R) 17 S0 18 S ialif); FTHFRIRE s iR, A TR AR A Bk .

29) #2H7 1 h B ANTPs JEA IR NTPs VAW 11, SEEAEE Tk BB 4°C& s InkEar
i IR IR 25 2% S s RA), ME O EORREEITD J5MH; M HRH DNA B4
MERAW, B TUK B 4°C&H, MMEERTRAENRES 4 Ik~6 K.

30) A5 1 mL A SLAE R 1 1 S8 2 SALIAZ AL B R R — DN EARL 2 em IINEE
fLOZ; 7E 1 SFLAZH I 0.96 mL dNTPs B &I 0.96 mL DNA RAMHE G 1 2 5fLAL
N 2.04 mL ANTPs JE& R 1T A1 1.02 mL DNA R & BEE S 8 B /5 I B DI 1
SN2 SR ALEME (DI LA A B, BRI TR

31) WA AR R B A R b, XCERA MM, 0 £ RE 58 10~20 IR, FRITRHERRE 52 10 ¥k~20
U PR B AR R AT DL hE R, B AR ZRAE S 1 S P s B N EBGE S —8, DR
R AR AT

32) ALY 15 S L3 FIE; H 200 uL #23#s#2 HL 200 uL MDA SR BHE S UINA 2] MDA
A RAFE s BENR ST 4 R~6 IR, TSRS, PRSI 15 S04, B
PR TR TE I, 4 b R 5 el SRR AL R IR v 2% A

33) LI . A-20°COKAR R ELH B AR &, Ko W ELH, FR0F B aasss; FTFE0r
FRTT, —FRAKEETPN, 7—F4% PR, RSB, BKEE T N6
RHUCH S HEAREEVGR R A ST TR KR (RS S R I 0 LS 6, w R
TGP RERD , AW, B E, WAL EE LM, —FLA B4,
WAL B EEAT, FRAEE T Wit B FLALX BB AE R, PRFFER A 2S00 Y BE 55 78 A A L
G BB UAEA A AR LN, B REESF & b, B REUT T UZE R, DG E T
LI

34) FTHRAAEAR T, T2 RS SE AR R R ], B A G I R R AR A AR, E B
B JEFEB I AN T FIRE TE TN NEEMEN DNB HRAAE, KA.

35) FEHME AR b ST, BT SR B VR, SN DNB iS5, IERRIT 7 £ <FCL
PE150”, s F—257, Wbt B R IDSCAKE, FTHRFIMA T, (FH &G
FARE I PP A 2 A s NI S PBRIRE RG] FEYEFRRE R 1D 1) SCAAE,
FITFE A AERCTT, B B SRR FEE: SOEEMIALRE, S TrE”; 7
W 5eRE, s se e, HH 7 EoE S D BB ah i f .
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B.5 MFHIERD

e I B CRR BE AR SRR RS I E A, B BRI R R R 4 BRE S GZ250613093 A EE
GZ250613118.

F1 TSR B SR it A 5, R, R b R B AN I 2 BERS) A0368 I ) R e e 7 3 . e,
i GZ250613093 1 1E 1) A1 e [m) WP R A0 A7 TS A 1 44 BR 4 i A GZ250613093_1.fq.gz
GZ250613093_2.fq.gz s Ff f GZ250613118 [ 1E [ A1 7] W /5 7 51 A7 780 SC A 19 4 FR 9 il
GZ250613118_1.fq.gz M1 GZ250613118_2.fq.gz.

B.6 MFHHELLRS
BT ZH IR AN A N GCF_000263155.2 Setaria_italica v2.0_genomic.fha.gz.

BdE L6 Bowtie2 (iRAS 2.1.0, F#EMbE: https://bowtie-bio.sourceforge.net) , 5 B i%HK
PRI BRI bowtie2-build A7 51| ELXFHEER bowtie2.

f£ Linx ®W H b W A B F @ 4 4T :  bowtie2-build
GCF _000263155.2 Setaria_italica v2.0 genomic.fna.gz
GCF_000263155.2 Setaria_italica v2.0_genomic.fha.gz, #EATSHEEKHAKT].

£ Linux @ H o W oA BF @ 4 AT bowtie2-q-p  2-x
GCF _000263155.2 Setaria_italica v2.0 genomic.fna.gz -1 GZ250613093 1.fq.gz -2

GZ250613093 2.fq.gz—S GZ250613093.sam, KA i GZ250613093 [ Fe s Lb st B4+ 25 5L N4 L.
Holr, BHC-q@ R RN fastq # s BHCp 2 RRRM 2 A ERBBILR 2R
GCF_000263155.2 Setaria_italica v2.0 genomic.fna.gz” f§ & b X} = % % HF A, 5 %1
GZ250613093 1.fq.gz -2 GZ250613093 2.fq.gz” 5 5& K& 5 GZ250613093 HJ I 5 45 B 0 fF . S H-S
GZ250613093.sam™ L LEXT 25 F 4 N £ GZ250613093.sam XA

Xt 45 R FH SAM  (The Sequence Alignment / Map format, J¥FI LX) #ERAF. SAM X
# 2VELH 158 B I http://samtools.github.io/hts-specs/SAMv1.pdf.

T, A GZ250613 118 [l 75 s LUt 245 1 25 LR 4 |
B.7 MFHIEREITH

Ay P BLEE XS 2225 S RN E AL B S hRic A A 2 25 B AL B R B B A, TUHDE 2l A B
J& T iZAREL

GRS AR I A BEECE Az e A sl s s . B, #Ea GZ250613003 )
1A EA S B AEECN 935 5.

% LR Tk, KR9S5 GZ250613093 AT A bnicor w7 s 54, TR GZ250613093 bric s i i~ 15 &
FEAEEL Cr=(935+%8 2 NFRICAL A7 55 5 5+ . 458 800 AMRic AV A 78 76 %5 50)/800=897.50 1.

HF Ci>500 1%, HIERS GZ250613093 [FIFRICAL A 1 Y78 S ek .

FEAFRACAL ST A B R B BN R — AN FE R RS, Gt bn e x4 5407 ik DR Y ey ol
FEECH . B, 3R B AR GZ250613093 7ER A1 HIEE 6 > MNP bric Aoz s i B A &5 47 ik PR 244
75 R A BECH .

2B A 1 AN R R B I BRI D 1046 46> 20 4, HISERER GZ250613093 [Hi%bRid
A 5K EARICAL 5. ARV ERE S GZ250613093 (1 AT A ARICAL 5 2 75 Joke EARIe A 1 .

41 FE i GZ250613093 1 AT A A AR id Az B E N 786 AN, T EAS AR d AL A EL B R, =
786/800=98.25%.
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BT Ri>95%, HIERES GZ250613093 Ik Hibmicor s fh) EL g & 4% o

T FE dh GZ250613093 F b 10 L w1~ 45 78 76 4% BOFURS H B g A7 A 1 BB 220 & 6%, 5 B
GZ250613093 11 7> i o & A A%

T ERET I, FIERER GZ250613118 il ¥ i = &
% B.1 GZ250613093 58 6 > MNP #RiCALEMFF F R Geitss

FP5 | BEOH S FE R Y

ATCAGCACGTATTATTGGTTGTTGCCCAACAGTAGACGCGCACGCCGTGTCATCGTGGCT
CTTATATTTTCTTAGCCATCTAACTTAGCCTCATCTAATTTTTAGCTCAAAATCTTATATTA
1 1046 TTATAGCTCGGCTCTTATGTAGTCCGATTCTTAAATTTACTTGGCTAAATTAAAGGACCCT
TTACCACCCATAGTCACACCTAAAAAAAGATTGTGGCTAGCTAAAATATTTTTTTTAAAA
GAGCTAAAATCATTATTCCACTACCACT
ATCAGCACGTATTATTGGTTGTTGCCCAACAGTAGACGCGCACGCCGTGTCATCGIGGCT
CTTATATTTTCTTAGClATCTAACTTAGCCTCATCTAATTTTTAGCTCAAAATCTTATATTA
2 15 TTATAGCTCGGCTCTTATGTAGTCCGATTCTTAAATTTACTTGGCTAAATTAAAGGACCCT
TTACCACCCATAGTCACACCTACAAAAAAGATTGTGGCTAGCTAAAATATTTTTTTTAAA
AGAGCTAAAATCATTATTCCACTACCACT
ATCAGCACGTATTATTGGTTGTTGCCCAACAGTAGACGCGCACGCCGTGTCATCGTGGCT
CTTATATTTTCTTAGCCATCTAACTTAGCCTCATCTAA.TTTTAGCTCAAAATCTTATATTA
3 9 TTATAGCTCGGCTCTTATGTAGTCCGATTCTTAAATTTACTTGGCTAAATTAA.GGACCCT
TTACCACCCATAGTCACACCTACAAAAAAGATIGTGGCTAGCTAAAATATTTTTTTTAAA
AGAGCTAAAATCATTATTCCACTACCACT
ATCAGCACGTATTATTGGTTGTTGCCCAACAGTAGACGCGCACGCCGTGTCAICGTGGCT
CTTATATTTTCTTAGCCATCTAACTTAGCCTCATCTAATTTTTAGCTCAAAATCTTATATTA
4 4 TTATAGCTCGGCTCTTATGTAGTCCGATTCTTAAATTTACTTGGCTAAATTAAAGGACCCT
TTACCACCCATAGTCACACCTACAAAAAAGATTGTGGCTAGCTAAAATATTTTTTTTAAA
AGAGCTAAAATCATTATTCCACTACCACT
ATCAGCACGTATTATTGGTTGTTGCCCAACAGTAGACGCGCACGCCGTGTCATCGTGGCT
CTTATATTTTCTTAGCCATCTAACTTAGCCTCATCTAATTTTTAGCTCAAAAT.TTATATTA
5 1 TTATAGCTCGGCTCTTATGTAGTCCGATTCTTAAATTTACTTGGCTAAATTAAAGGACCCT
TTACCACCCATAGTCACACCTACAAAAAAGATTGTGGCTAGCTAAAATATTTTTTTTAAA
AGAGCTAAAATCATTATTCCACTACCACT

S DUFE N | RS N B %, A R 5 2 ARSI R Es .« Br ke
VR S DR B I P S 5 28 G S PR B B N 25 T 0.2, B8, RRon s

B.8 #ricfiimsrE

FEEE S GZ250613093 55 6 ANFRic A7 s 1 27 38 K B i e e BB H |l s BMIRHES ], Heah ik B.1
. WP BB H B2 AL LR, BIZR B.1 T 5N 1 BISEALIE R BIRR N L2 A FE R Y, HoAth &5
A7 5 DRI RS FR S IR S5 AN 5 (R Y

THER B.1 P58 2 RN B 7 A BEE H 5 7 JE RN B e B H LA
15/1046 =0.14. BT ZWENT 0.2, Kbz a5 R A

PRRIHEEER B.1 A HA 507 35 PR 2L AR e P B H 5 2 S DR R e P B A LB P 3R
LA N TAET 0.2, &5 I ek S5 A K7

= S5 R DRI R R P A Ok B IR O S5 A 25 DR AH e it GZ250613093 26 6 ANFRichr sl BRI AR, e
ATCAGCACGTATTATTGGTTGTTGCCCAACAGTAGACGCGCACGCCGTGTCATCGEGGCTCTTAT
ATTTTCTTAGCCATCTAACTEAGCEBECATCTAATTTTTAGCTCAAAATCTTATATTATTATAGCTCE
GCTCTTATGHAGECEGATTCTTAAATTTACTEGGCTAAATTAAAGGABCCTTTACCACCCATAGTC
ACABCTAAAAAAAGATTGTGGCTAGCTAAAATATTTTTTTTAAAAGAGCTAAAATCATTATTCCA
CTACCACT.
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YA 778, SRASFE S GZ250613093 FIFE f GZ250613118 HIFTA AR iC A7 s (1) 3L R L
B.9 IHEEMEHEIE
FEfl GZ250613118 28 2 ANbRic Az a5 i FE R LA -

ATCAGCACGTATTATTGGTTGTTGCCCAACAGTAGACGCGCACGCCGTGTCATCGEBGGCTCTTAT
ATTTTCTTAGCBATCTAACTEAGCAECATCTAATTTTTAGCTCAAAATCTTATATTATTATAGCTC
IGCTCTTATGJAGICIGATTCTTAAATTTACTIGGCTAAATTAAAGGAICCTTTACCACCCATAGT
CACABCTAAAAAAAGATTGTGGCTAGCTAAAATATTTTTTTTAAAAGAGCTAAAATCATTATTCC
ACTACCACT, H5EH5FF i GZ250613093 £ 2 ANMbricAr s iR R YA [F] (22 S il ik FH o = A4 A0 K
BEFRER) .

RIKFNERE R GZ250613093 58 it GZ250613118 1IN;=724 AN FL[E A AL i ey, SEAFLFAS H
RIEER AR B 25 . GuitFein GZ250613093 545 GZ250613118 Hr ¥k Hi Y JE R AL oA Ao 22 5
HIbRIC AL KB H =378 A, Z AL RECN 346 1

378

THEFE T GZ250613093 55 GZ250613118 Fist A& AL GS=%x100%=axloo%=55.21%o
i

B.10 ZRFzR

FEM AR 1 SXTHR AR 35 LU BN 724, 2500 S BN 346, BAEMIIE N 55.21%,
e A E A, ARSI IR A

75



NY/T XXXX—202X

Mt % C
(FsEM)
RIRE

BRI BC K 7 45 S A HEGB/T 66821 23K
C.1 DNA EH
C.1.1 0.5 mol/L EDTA i&i&

FREX 186.1 g Na;EDTA « 2H,0 ¥ 1 800 mL /KH, a3 4 HEia %, i NaOH i pH % 8.0, /K& %
% 1000mL, 121 °CE /& K# 20 min.

C.1.2 0.5 mol/L HCI &

A 25 mL R EER (T = 73 B0 36%~38%), MN/KEZRZE 500 mL.
C.1.3 1 mol/L NaOH j&i&

FREXL 40.0 g NaOH ¥ T 800 mL /K1, FE7r i HHA M, IN/KEZZE 1000 mL.
C.1.4 1 mol/L Tris-HCI ;&K

FREL 60.55 g =¥ AL E I AT 400 mL 7K+, i HCL i pH & 8.0, JIZK E A E 500 mL, 121 °C
K 20 mins

C.1.5 CTAB BE®K

FREX 20.0g CTAB. 81.7g NaCl & ¥ 1 000 mL %E#FH, &HL 100 mL 1 mol/L Tris-HCI ¥ A1 40 mL
0.5 mol/L EDTA VA FIALEM H, T 700 mL 7K, Fe/rfi+EvE i, MK EZR 2 1000 mL, 121 °CEk K
20 min.
C.1.6 TE £&#iR

= HL 5 mL 1 mol/L Tris-HC1 ¥ F1 1 mL 0.5 mol/L EDTA W, M/KEZRZE 500 mL, 121 °CiEJE K
20 min, 4 °C{#+-1%.
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